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O6Lw,ecTBo ¢ orpaHMYEHHON OTBETCTBEHHOCTbIO « MeanumHcknin ueHTp CTATYC»

143005, MockoBckas obnactb, r. OanHUo0BO, yA. foBOpOBa, A. 50, nom.1
WNHH 7729674579 KINM 503201001 OIF'PH 1117746081276
OKOTI®d 90509322 OKATO 45268579000 OKB3/ 85.1
JInuensus Ne JTO-50-01-005652 ot 20 aerycta 2014r.

GCTATVG

MEOAVLUMVHCKUA LLEHTP

ﬂpeﬁcxypaHT nnaTHbIX MEOAUMUUVHCKUX yCcnyr - na60paToprle nccnenoBaHuA

YTBepxaeH npukasom rnasHoro Bpada 000 «MeguuuHckum ueHtp CTATYC» ot 10.02.2018, BBeaeH B aencteue 12.07.2018

Koa ycnyrun HanmeHoBaHue TecTta / ycnyrm LeHa, py6.
KDL-0.1.C1.0 BaaTtue kposu 150,0
KDL-0.1.C2.0 B3aaTne maska 13 yporeHuTanbHOro Tpakra 300,0
KDL-0.1.C4.0 BaaTtue maska npoyee (M3 3eBa, HOCa, yxa, rnasa, paHeBou NOBEPXHOCTU U T.4.) 300,0
KDL-0.1.C3.0 BHyTpuBeHHasa nHbeKLMS 500,0
KDL-0.1.C5.0 BHyTpuMBbILLIEYHAA MHBEKUMSA 750,0
KDL-0.1.C7.0 BHyTpnBEHHO - KanernbHoe 300,0
KDL-0.1.C6.0 B3atne maska Ha aHTepobunos 300,0
KDL- 1.0.A1.202 COD ( BEHO3Hasi KPOBb ) 100,0
KDL- 1.0.D6 KnuHunyecknn aHanus kposwu (5 DIFF) ¢ noagcdyeTom nenkountapHon gopmynel Bpadom K[ 400,0

(BEHO3HasA KPOBb)
KDL- 1.0.D1.202 KnnHnyecknin aHanms kposu 6e3 nenkountapHom oopmyrbl ( BEHO3Has KPOBb ) 270,0
KDL- 1.0.D02.202 KnuHunyecknin aHanns kposwm ¢ nenkouyutapHon popmynon (5DIFF) + CO3 ( BeHO3Has KpoBb ) 500,0
KDL~ 1.0.D2.202 KnnHnyecknin aHanms KpoBu C ﬂeVIKOLlM"'I'apHOVI dopmynon (5DIFF) "C Mmukpockonnen maska KpoBu 400,0
NPy HanM4un NaToNnorm4eckux casmuroB" ( BEHO3Has KpoBb )
KDL- 1.0.D3.202 PeTtukynouutsl ( BEHO3Has KpOBb ) 214,0

M3OCEPOJIOIuA

FrEMOCTAS3

KDL-2.0.D03.202 'pynna kposu + Pesyc-chaktop 450,0

KDL-2.0 A4.202 AHTUTENA K aHTUreHam apuTpoLmMTOB, cymMapHble (B T.4. k Rh-cpakTtopy, kpome AT no cucteme 720,0
ABO) c onpegeneHnem Tutpa

KDL-2.0.D1.201 AHTUTEena no cucteme ABO 1180,0

KDL-2.0.A5.202 Onpegenexve Kell aHturena (K) 860,0

KDL-2.0.D02.202 OnpepgeneHve Hanuyunsa aHtTureHos aputpoumTtoB C, ¢, E, e, CW, Kn k 700,0

KDL-3.0.A1.203 PnbpnHoreH 300,0
KDL-3.0.D1.203 [MpoTpombuH (Bpems, no Keuky, MHO) 300,0
KDL-3.0.A2.203 TpombrHoBOE Bpems 300,0
KDL-3.0.A3.203 AYTB 300,0
KDL-3.0.A4.203 AHTUTPOMOWH Il 350,0
KDL-3.0.A5.203 BonyaHoYHbIN aHTUKOArynaHT (CKPUHMHT) 960,0
KDL-3.0.A6.203 O-anvep 1150,0
KDL-3.0.A7.203 [MpoTteunH C 1030,0
KDL-3.0.D2.203 Mpoteunn C Global 1990,0
KDL-3.0.A8.203 MpoTtenH S 1850,0
KDL-3.0.A29.203 dakTtop Bunnebpanga 950,0
KDL-3.0.A22.203 lNnasmunHoreH 580,0
=1%1® 7 POB
KDL- 50.0.H159 Buoxmmunyeckoe nccnegosanune gna CteatoCKpuH (BKItoYaeT rpaduyeckmi ain) 6500,0
KDL-50.0.H160 Broxummyeckoe nccnepgosaxHve ana dnbpoMakc (BknoYaeT rpadpuydeckmin ann) 10400,0
KDL-50.0.H161 Broxummyeckoe nccnepgosaxme ana dGnbpoTecT (BknoyaeT rpaduyeckuin gain) 8750,0
KDL- 4.6.A1.201 BunupybuH obnin 240,0
KDL- 4.6.A2.201 BunupybuH npamon 240,0
KDL-4.6.D01.201 BunnpybuH Henpsimon (BKtoYaeT onpeaeneHme obuiero n npamoro 6unupybuHa) 300,0
KDL- 4.1.A1.201 AnaHuHamuHoTpaHcdepasa (AJ1T) 240,0
KDL-4.1.A2.201 AcnapTtatamuHoTpaHcdepasa (ACT) 240,0
KDL- 4.1.A3.201 LUlenoyHasa gpocdartasa 240,0
KDL- 7.5.A6.201 Octasa 800,0
KDL- 4.1.A4.201 Kucnasa gocartasa 240,0
KDL- 4.1.A5.201 "amma-rnytamuntpaHcdepasa (M) 290,0
KDL- 4.5.A12.201 >KenyHble KUCnoThbl 3400,0
KDL- 4.1.A6.201 JNaktatperngporenasa (JIAN) 290,0
KDL- 4.1.A7.201 JTaktatgerngporeHasa (J14IN) 1, 2 dopakumm 350,0
KDL-4.1.A8.201 XosnmHacTepasa 240,0
KDL- 4.1.A9.201 Anba-ammnasa 240,0




KDL- 4.1.A14.201 AmMunnasa naHkpeaTndeckasi 300,0
KDL- 4.1.A10.201 Jlvunasa 340,0
KDL- 4.1.A11.201 KpeaTtunHknHasa (KOK) 240,0
KDL- 4.1.A12.201 KpeaTtuHkmnHasa-MB 750,0
KDL- 4.2.A1.201 AnbOymunH 240,0
KDL- 4.2.A2.201 O6wmn 6enok 240,0
KDL- 4.2.D01.201 benkosble pakuum (BKNoYaeT onpegeneHne obuero 6enka n anb0ymmHa) 290,0
KDL- 4.2.A3.201 KpeaTnHuH 240,0
KDL- 4.2 D2 CkopocTb knyboukoson counbtpaumm (CKD-EPI - Bapocnble/popmyna LLBapua - oetun; BknioyaeT 240,0
onpegeneHve KkpeaTmHnHa)
KDL-4.2.A4.201 MoueBunHa 240,0
KDL- 4.2.A5.201 MoueBas kucnoTta 240,0
KDL- 4.3.A1.201 Mwuorno6buH 1100,0
KDL- 4.3.A12.201 TponoHuH | 1050,0
KDL- 4.3.A21 [MpokanbUNTOHWH 2300,0
KDL- 4.3.A2.201 C-peaktuBHbI 6enok 290,0
KDL- 4.5.A9.201 C-peakTnBHbIN BEeNnoK yrbTpadyBCTBUTESTbHbLIN 505,0
KDL- 4.3.A11.202 Hatpuinypetundeckunin nentug B ( BNP ) 3700,0
KDL- 4.3.A3.201 [fanTornobwuH 985,0
KDL- 4.3.A15.201 Anbda-2 makpornobynumH 450,0
KDL- 4.3.A5.201 Anba1-aHTUTPUNCHH 990,0
KDL- 4.3.A6.201 Kucnbein anbgal-rnvkonpoTenH (opo3omykouns) 985,0
KDL- 4.3.A7.201 LlepynonnasmuH 985,0
KDL- 4.3.A8.201 Q03UHOUIBbHBLINM KAaTUOHHLIN 6enok (ECP) 1440,0
KDL- 4.3.A18.201 Tpuntasa 3650,0
KDL- 4.3.A9.201 PesmatongHbi oaktop (PD) 360,0
KDL- 4.3.A10.201 Antuctpentonunaund-O (ACJ10) 360,0
KDL- 4.3.A17.201 UuctatnH C 3300,0
KDL- 4.4.A1.205 "ntoko3a 250,0
KDL- 4.4.D02.205 'ntoko3a nocne Harpysku (1 Yac cnycTs) 250,0
KDL- 4.4.D03.205 ["ntoKko3a nocne Harpysku (2 yaca cnycrs) 250,0
KDL-4.4.D1.202 MuknpoBaHHbIN remornobuH A1c 570,0
KDL- 4.4.A2.201 ®OpyKTO3aMUH 590,0
KDL- 4.4.A3.201 MonoyHas kucnoTta (nakrar) 520,0
KDL-4.5.A1.201 Tpurnuuepunabl 200,0
KDL- 4.5.A2.201 XonecTepuH odLwmn 200,0
KDL-4.5.D3 KoachdumumeHT aTeporeHHOCTH (BKNoYaeT onpegenexHve obuiero xonectepuHa v JIMNBI) 400,0
KDL- 4.5.A3.201 XonecTtepyH nunonpoTtenaos Bbicokon nnoTHoctu (JIMNBI1, HDL) 250,0
KDL- 4.5.A4.201 XonectepuH nunonpoTtengos H13kon nnotHocty (JIMHI, LDL) 250,0
KDL- 4.5.D2.201 XonecTtepuH nunonpoTenaos o4eHb H13koun nriotHoctu (JINOHTM), (BkntovaeT onpenenexve 350,0
TPUrNnMUEepPMa0B)
KDL- 4.5.A6.201 AnonunonpoTtenH A1 470,0
KDL- 4.5.A7.201 AnonunonpoTtevH B 400,0
KDL- 4.5.A8.201 JinnonpoTtewnH (a) 400,0
KDL- 4.5.A10.201 flomoumcTenH 1300,0
KDL- 7.7.A5.201 JlenTtuH 730,0
KDL-4.7.D01.201 Hatpun, kanun, xnop (Na/K/ClI) 270,0
KDL- 4.7.A3.201 Kanbuun obuwinin 200,0
KDL- 4.7.A4.204 KanbLmi NOHN3NPOBAHHbLIN 500,0
KDL- 4.7.A5.201 Maruummn 200,0
KDL-4.7.A6.201 docdop HeopraHNn4ecknn 200,0
KDL- 4.7.A7.201 LinHk 590,0
KDL- 4.7.A8.201 Meab 600,0
KDL- 4.8.A1.201 XKeneso 200,0
KDL- 4.8.A3.201 TpaHcheppuH 480,0
KDL- 4.8.D03.201 KoahdpuumeHT HacbliweHnsa TpaHceppuHa xxenes3om (BkNovaeT onpeneneHue xxenesa n JNKCC) 240,0
KDL- 4.8.A4.201 deppuTurH 480,0
KDL- 7.7.A3.201 OpUTPONOITUH 980,0
KDL- 4.8.A2.201 JlaTeHTHas xenes3ocBa3bliBatoLas cnocobHOCTb cbiBOpoTkM (JIXKCC) 300,0
KDL- 4.8.D1.201 O6was xxenesoceasbiBatoLwas cnocobHocTb cbiBopoTkn (OXKCC) (BkNtoyaeT onpegenexHme 300,0
xenesa, JXKCC
=/,[e A4 MO
KDL-5.0.A1.401 Anba-amunasa moun (gnacrasa) 200,0
KDL-5.0.A7.401 [ noKko3a B pa3oBon NopLMU MOYN 200,0
KDL-5.0.D01.401 MukpoanbbyMmvH B pa3oBoKr NOPLUN MOYN 250,0
KDL-5.0.A14.401 Beta-2-mukpornobynvH mouun 650,0




KDL-5.0.A15.401 HesokcunupnanHonud (DPD) mouun 1700,0
KDL-5.0.D05.401 Jlutoc-Tect (OueHka cTteneHn kamHeobpasoBaHus, [Mokosa, benok, pH) 1550,0
KDL-5.0.D11.401 JInToC KOMNNEKCHbIN (BKMOYasa OLEHKY CTeNeHn kamMHeobpa3oBaHNA) 1950,0
KDL-5.0.010.401 OnpefgeneHve XMMNM4eckoro coctaBa Mo4eBoro KoHkpemeHTa (UK-cnektpomeTpus) 4600,0
KDL-5.0.D12.402 ["NtoKo3a CyTOYHON MOYM 270,0
KDL-5.0.D13.402 O0Lwurn 6enok mo4n 200,0
KDL-5.0.D014.402 Muikpoanb6yMuH Moun 240,0
KDL-5.0.D1.402 KpeaTuHWH Moun 200,0
KDL-5.0.D1.406 Mpoba Pebepra 290,0
KDL-5.0.015.402 MoueBunHa mo4n 200,0
KDL-5.0.D16.402 MoueBas kmucnorta Mo4m 200,0
KDL-5.0.D17.403 Kanbuui o6 moun 270,0
KDL-5.0.A20.403 Okcanatbl B MO4Ye 900,0
KDL-5.0.D018.403 docdop HeopraHNYeCKnin MoYn 270,0
KDL-5.0.D19.403 MarHuii moum 270,0
KDL-5.0.D2.403 Hatpun, kanun, xnop moun (Na/K/Cl) 240,0
KDL-5.0.D4.403 OueHka aHTuKpucTannoobpasyrowen cnocobHoctn moum (AKOCM) 1350,0
OF UHD PODB
KDL-7.1.A1.201 TupeoTponHbin ropMoH (TTT) 430,0
KDL-7.1.A2.201 TupokcnH ceoboaHbIvi (T4 cBOBOAHbIN) 430,0
KDL-7.1.A3.201 TpurogTnpoHuH ceoboHbIn (T3 cBOBOAHbIN) 430,0
KDL-7.1.A4.201 TupokcuH obwmn (T4 obLunin) 350,0
KDL-7.1.A5.201 TpunogTMpoHnH obwmin (T3 obLymi) 350,0
KDL-7.1.A6.201 AHTuTENna K TpeornobynuHy (AHTn-TI) 480,0
KDL-7.1.A7.201 AHTUTENAa K MUKpOCcOoMansHon Tupeonepokcngase (AHTU-TMO) 480,0
KDL-9.0.A13.201 AHTUTENa K peuentopam TupeotponHoro ropmoHa (AT pTTIN) 1700,0
KDL-7.1.A8.201 Tupeorno6bynuH 550,0
KDL-7.1.A10.201 TUPOKCKH cBsI3bIBatOLLast CMOCOOBHOCTb CbiBOPOTKM (T-uptake) 750,0
KDL-7.2.A1.201 donnukynoctumynmpyowwmi ropmoH (eCrI’) 440,0
KDL-7.2.A2.201 ITotenHusmpyrowmm ropmoH (J1N) 440,0
KDL-7.2.A3.201 MponakTuH 440,0
KDL-7.2.D01.201 MakponponakTunH (BKNo4aeT onpegerneHme nponakTnHa) 630,0
KDL-7.2.A4.201 Octpaguon (E2) 440,0
KDL-7.2.A5.201 MporectepoH 440,0
KDL-7.2.A6.201 'mppokcunporectepoH (17-OH-nporectepoH) 480,0
KDL-7.2.A7.201 AHOPOCTEHOMOH 860,0
KDL-7.2.A14.201 AHOpPOCTEHOMON TITHOKYPOHNL, 1100,0
KDL-7.2.A8.201 HernapoanuaHapoctepoH cynbdat (O 9A-cynbdar) 480,0
KDL-7.2.A9.201 TecTocTepoH obLwmi 450,0
KDL-50.0 H57.201 TecTocTepoH cBOGOAHLIN (BKMOYAET onpeaeneHne TectoctepoHa oduero n ceoboaHoro, MCIrr 840,0
(SHBG), pacyeT nHgekca cBoboHbIX aHAPOreHOB)
KDL-7.4.A4.201 OurngpoTecTtocTepoH 1300,0
KDL-7.2.A11.201 MoObynuH, ceasbiBatowmn nonosbie ropmoHsb! (FCIMIM, SHBG) 670,0
KDL-7.2.A17.201 NHrmbuH A 1310,0
KDL-7.2.A12.201 NHrmbux B 1310,0
KDL-7.2.A13.201 AHTuMonnepoB ropmoH (AMIT, AMH, MiS) 900,0
KDL-7.3.A1.201 AccoummpoBaHHbI ¢ 6epemeHHOCTb0 NpoTenH A (PAPP-A) 640,0
KDL-7.3.A2.201 SAcTpuon ceoboaHbIN 450,0
KDL-7.3.A7.201 O6wmin 6eTta-XIM'Y (anarHocTnka 6epeMeHHOCT, OHKOMapKep) 460,0
KDL-7.3.A4.201 CeobogHasg cybbeanHunua 6eta-XMd (npeHatanbHbI CKPUHWHT) 550,0
KDL-8.0.A1.201 Anba-petonpotenH (ADIT) 400,0
KDL-7.3.A6.201 *MnaueHTapHbIA NakToreH 680,0
KDL-7.3.A8.201 *Tpodpobnactmnyecknin 6eta-1-rnmKonpoTemnH 270,0
KDL-7.3.A9.201 *IMnayeHTapHbIn bakTop pocTa (Placental Growth Factor, PIGF) 2600,0
KDL-7.5.A1.209 [MapaTtropmoH 690,0
KDL-7.5.A2.209 KanbynuToHnH 830,0
KDL-7.5.A3.209 OcTteokanbLuH 830,0
KDL-7.5.A4.201 C-koHueBble TenonenTnabl konnareHa | Tuna (Beta-Cross laps) 720,0
KDL-7.5.A5.201 Mapkep (bOpMI/IpOUBaHI/Iﬂ KocTHoro maTtpukca P1NP 1330,0
(N-TepMmnHanbHbI NponenTug npokonnareHa 1 Tuna)
KDL-7.6.A1.201 WHcynuH 500,0
KDL-7.6.A3.201 [MpouHcynuH 1100,0
KDL-7.6.D1.201 MHcynuH nocne Harpy3ku (1 4ac cnycts) 500,0
KDL-7.6.D2.201 MHcynuH nocne Harpyskm (2 4aca cnycts) 500,0
KDL-7.6.A2.201 C-nentng 450,0
KDL-7.6.D03.201 C-nentng nocrne Harpysku (1 4ac cnycrs) 450,0




KDL-7.9.A1 3akntoyeHuve Bpada KJ1[ no nccnegosarensckomy ot4eTy: KopTnson B CritoHe -m_

FOPMOHbI MO4M

Kucnorta
FOPMOHbI BUONTOMMYECKNX XMOKOCTEWN

KDL-7.6.D4.201 C-nenTtna nocne Harpysku (2 yac cnycr4) 450,0
KDL-7.7.A1.201 ["acTpuH 700,0
KDL-7.7.D1.201 CoOTHOLWEHME KOHLEHTPpAUUM nencmuHoreHa | n nencuHoreHa Il 1500,0
KDL-7.8.A2.209 PeHuH 770,0
KDL-7.8.A1.209 AnbaoCTEepPOH 1200,0
KDL-7.8.D2 AnbOOCTEPOH-PEHNHOBOE COOTHOLLEHWE (BKIHOYAET: anb4OCTEPOH, NPSAMOe onpeaerieHmne peHuHa, 1900,0
COOTHOLLEHNE)
KDL-7.4.A1.209 AJpeHOKOPTUKOTPONHbIM ropMoH (AKTT) 650,0
KDL-7.4.A2.201 KopTtuson 440,0
KDL-7.7.A2.209 ComartoTtponHbii ropmoH pocta (CTI) 520,0
KDL-7.7.A4.201 ComartomeanH C (NDP-|) 905,0
KDL-7.4.D5.202 KaTexonamuHbl KpoBu (agpeHanuH, HopagpeHanuH, JodamMuH) 1 CePOTOHNH 2000,0
KaTexonamuHbl KpoBu (agpeHanuH, HopagpeHanuH, odaMuH), CEPOTOHNUH U UX MeTabonuTbl B
KDL-7.4.D06.407 MoYe (BaHUNUNMUHAANbHasa KNCroTa, roMOBaHUNMHOBAs KUCMOTa, 5-rmapoKCUNHOO0IYKCYCHas 2700,0

KDL-7.4.A3.403 KopTuson moun 960,0
17-keTOCTEPOMNAbI (AHOPOCTEPOH, aHAPOCTEHAMOH, [IMDA, 3TMOXONAHOMNOH, ANNAaHOPOCTEPOH,

KDL-7.4.D9 TECTOCTEPOH, COOTHOLLEHMNE aHAPOCTEPOH/3TMOXONAHOMOH, COOTHOLLEHNE 2900,0
TECTOCTEPOH/3NUTECTOCTEPOH)

KDL-5.0.D08.403 O6Lwme metaHedpuHbI 1 HOpMeTaHePUHbI 2200,0

KDL-5.0.09.403 CBoboaHble MeTaHedpPUHbI N HOpMEeTaHePUHbI 2200,0

KDL-7.4.01.403 KaTexonamunHbl Mo4n (agpeHanuviH, HopagpeHanuH, JoamMuH) 2200,0

KDL-7.4.D2.403 KaTexonamuHbl MOun (agpeHanvH, HopagpeHanuH, goammnH) n nx metabonuThbl 3650,0
(BaHUNMAMUHOANbHAA KMCNOTA, FOMOBaHUIMHOBAS KACIOTA, S-rTMAPOKCUNHAONYKCYCHast KUCNOoTa)

KDL-7 4.D3.403 MeTabonuTtbl KaTexonaMMHOB B MoYe (BaHMNUIIMUHAANbHAsA KUCNOTa, FOMOBaHWUIIMHOBAs KUCIOTA, 2200,0

5-rmopoKCUNHOONYKCYCHAA KUCoTa
OHKOMAPKEPbI

KDL-8.0.A2.201 PakoBo-aMbpunoHarnbHbIn aHTureH (POA) 630,0
KDL-8.0.A3.201 AHTturen CA 19-9 720,0
KDL-8.0.A9.201 AHTUreH CA 72-4 750,0
KDL-8.0.A16.201 AHTureH CA 242 1050,0
KDL-8.0.A4.201 AHTureH CA 125 680,0
KDL-8.0.A17.201 Onyxonesbin mapkep HE 4 1230,0
lMporHocTnyeckasi BeposaTHOCTb (3HadeHne ROMA, nocTtmeHonaysa) (BknioyaeT onpeneneHne
KDL-8.0.D4 800,0
aHTureHa CA 125 v onyxonesoro mapkepa HE 4)
KDL-8.0.D6 lMporHocTnyeckasi BeposaTHOCTb (3HadeHne ROMA, npemeHonaysa) (BknovaeT onpegeneHmne 1300,0
aHTureHa CA 125 v onyxonesoro mapkepa HE 4)
KDL-8.0.A7.201 AHTuren CA 15-3 900,0
KDL-8.0.A23.201 MCA (MyumMHONogo6HbIN pako-acCoOLUNMNMPOBaHHbLIN aHTUTEH) 1100,0
KDL-8.0.A5.201 lMpocTtaTtocneunduyeckun aHtureH (MCA) obwun 500,0
KDL-8.0.D5 MpoueHT cBobogHoro MNCA (o6wmi NCA, ceobogHbi [MCA 1 COOTHOLLEHUE) 800,0
KDL-8.0.D02.201 WHpekc 3popoBba npoctatbl (PHI) 4200,0
KDL-8.0.A10.201 AHTUreH NnockokneToyHon kapumHoMbl (SCCA) 650,0
KDL-8.0.A12.201 ®parmeHT umtokepaTtuHa 19 (Cyfra 21-1) 950,0
KDL-8.0.A11.201 HenpoH-cneundgudeckas eHonasa (NSE) 1200,0
KDL-8.0.A8.201 BeTa2-mukpornobynuH 650,0
KDL-8.0.A13.201 Benok S-100 1800,0
KDL-8.0.A19.201 XpomorpaHvH A CgA 3510,0
KDL-8.0.A14.401 Cneunduryeckun aHtureH paka moyesoro nysbips (UBC) B Mmoye 1500,0
KDL-8.0.A18.101 OnyxoneBas nupyBaTkuHasa Tu M2 (B kane) 1700,0
KDL-8.0.D03.101 MccnepoBaHue kana Ha TpaHcdeppuH 1 reMornobuH 600,0
U APHAA (L - [1NA U A OO = DOBL
KDL-12.7.A1.202 PHK Bupyca renatuta A 400,0
KDL-12.8.A1.202 OHK Bupyca renatuta B 400,0
KDL-12.8.A2.202 OHK Bupyca renatuta B, konn4yectBeHHO 2300,0
KDL-12.9.A1.202 PHK Bupyca renaturta C 400,0
KDL-12.9.A2.202 PHK Bupyca renatuta C, KONM4eCTBEHHO 3100,0
KDL-12.9.D3 PHK BI'C, reHotun (1a, 1b, 2, 3a, 4, 5a, 6), KpoBb, Kau. 1300,0
KDL-12.9.D2 PHK BI'C, reHotun (1,2,3) KpoBb, Kau. 850,0
KDL-12.9.D1 PHK BI'C, reHotun (1a,1b,2,3a,4,5a,6) KpoBb, KO. 2500,0
KDL-12.10.A1.202 |PHK Bupyca renatuta D 400,0
KDL-12.11.A1.202 |PHK Bupyca renatuta G 420,0




Thna.

Cockob 13 uepBuKanbHOro kaHana, cockob n3 ypeTtpbl, COCkob 13 Bnaranuuia, CMeLlaHHbIN COCKOO
N3 yporeHMUTanbHOro Tpakta, cekpeT NpocTaTthl, COCKOO C 3PO3MBHO-A3BEHHbIX 31IEMEHTOB, Ma30K
C NOBEPXHOCTM MUHOANWNHbI, MA30K U3 HOCOTTIOTKM, Ma30K U3 POTOrNOTKKN, OTAENAEeMOe
KOHBIOHKTUBBI, BuonTat nerkux, ouontat numdoysnos, buontaT nedeHun, buontat XKKT, 6poHxo-
anbBeOSSIPHbBIN NTaBaXK, MOKPOTa, MOYa, aMHMOTUYECKas XXUAKOCTb, NreBparnbHas XXUAKoCTb,
CUHOBManNbHas XNOKOCTb, COHA, CMMHHOMO3roBasi XXMAKOCTb, cnepMa, apyroe (ykasatb)

KDL-12.14.A1.202 |OHK Bupyca npoctoro repneca |, Il Tuna (Herpes simplex virus |, II) 250,0
KDL-12.15.A1.202 |OHK Bupyca repneca VI tTuna (Human Herpes virus VI) 275,0
KDL-12.13.A1.202 |OHK untomeranosupyca (Cytomegalovirus) 250,0
KDL-12.13.A2.202 |OHK uyutomeranosupyca (Cytomegalovirus), KONnn4ecTBeHHO 400,0
KDL-12.23.A1.202 |PHK Bupyca kpacHyxu (Rubella virus) 1200,0
KDL-12.16.A1.202 |OHK Bupyca OnwtenHa-bapp (Epstein-Barr virus) 300,0
KDL-12.16.A2.202 |OHK Bupyca OnwrenHa-bapp (Epstein-Barr virus), Konn4eCcTtBeHHO 400,0
KDL-12.17.A1.202 |OHK Bupyca Bapuuenna-3octep (Varicella-Zoster virus) 300,0
KDL-12.22.A2.202 |OHK napsosupyca B19 (Parvovirus B19), kon. 400,0
KDL-12.4.A1.202 OHK nuctepum (Listeria monocytogenes) 350,0
KDL-12.6.A1.202 OHK mukobaktepumn Tybepkynesa (Mycobacterium tuberculosis) 350,0
KDL-12.5.A1.202 OHK Tokconnasmel (Toxoplasma gondii) 350,0
KDL-12.25.A1.202 |OHK ageHoBwupyca (tunbl 3, 2, 5, 4,7, 12, 16, 40, 41, 48) 1000,0
KDL-12.18.A1.202 |PHK BWM | Tna 2700,0
KDL-12.18.A2.202 |PHK BWY | Tna, konn4yectBeHHO 10000,0
KDL-12.21.D1.202 OpHoBpemeHHoe onpegenenne [HK Bupyca renatuta B, PHK Bupyca renatuta C, PHK B4 | 3000,0

MONEKYNAPHASA (AHK/PHK) AMATHOCTUKA METOLOOM MUP

Tnna

KDL-13.1.A1.900 OHK xnamngunn (Chlamydia trachomatis) 200,0
KDL-13.1.A3.900 OHK xnamungnn (Chlamydia trachomatis), konmyecTtBeHHO 300,0
KDL-13.2.A1.900 OHK mukonnasmel (Mycoplasma hominis) 200,0
KDL-13.2.A5.900 OHK mukonnasmbl (Mycoplasma hominis), konim4ecTBeHHO 300,0
KDL-13.2.A2.900 OHK mukonnasmel (Mycoplasma genitalium) 200,0
KDL-13.2.A4.900 OHK mukonnasmel (Mycoplasma genitalium), konvyecTBeHHO 300,0
KDL-50.0.H65.900 |OHK xnamungodun n mukonnasm (Chlamydophila pneumoniae, Mycoplasma pneumoniae) 500,0
KDL-13.3.A1.900 OHK ypeannaambl (Ureaplasma urealyticum) 200,0
KDL-13.3.A5.900 OHK ypeannasmbl (Ureaplasma urealyticum), Konn4ectBeHHO 300,0
KDL-13.3.A2.900 OHK ypeanna3swmsl (Ureaplasma parvum) 200,0
KDL-13.3.A6.900 OHK ypeannaambl (Ureaplasma parvum), KONM4eCTBEHHO 300,0
KDL-13.3.A3.900 OHK ypeannaswmebl (Ureaplasma species) 200,0
KDL-13.3.A4.900 OHK ypeannaambl (Ureaplasma species), Konn4eCTBEHHO 300,0
KDL-13.4.A1.900 OHK rapaHepennsl (Gardnerella vaginalis) 200,0
KDL-13.4.A2.900 OHK rapgHepennbl (Gardnerella vaginalis), konuyecTBeHHO 300,0
KDL-13.6.A1.900 [OHK roHokokka (Neisseria gonorrhoeae) 200,0
KDL-13.6.A2.900 IOHK roHokokka (Neisseria gonorrhoeae), konn4ecTtBeHHO 300,0
KDL-13.5.A1.900 OHK 6negHon TpenoHemsl (Treponema pallidum) 200,0
KDL-13.8.A1.900 OHK mukobaktepumn Tybepkynesa (Mycobacterium tuberculosis) 450,0
KDL-13.11.A2.900 |OHK ctpentokokkoB (Streptococcus species) 400,0
KDL-13.38.A1.900 |OHK ctpentokokka (S. agalactiae) , kon 450,0
KDL-13.13.A1.900 |OHK nuctepum (Listeria monocytogenes) 300,0
KDL-13.37.A1.900 |OHK nHeBmouucTbl (Pneumocystis jirovecii (carinii)) 650,0
KDL-13.15.A1.900 |OHK kangngel (Candida albicans) 200,0
KDL-13.15.A2.900 |OHK kangmngbl (Candida albicans), koninyectBeHHO 300,0
KDL-13.15.D1.900 OHK rpnbos poaa kaHamabl (Candida albicans/Candida glabrata/Candida krusei) ¢ onpegeneHmem 300,0




TunnposaHue rpnbos, pacwmpeHHbi (Candida albicans, Fungi spp, Candida krusei, Candida

KDL-50.0.H117.900 glabrata, Candida tropicalis, Candida parapsilosis, Candida famata, Candida guilliermondii) 1720,0
KDL-13.16.A1.900 |OHK Tokconna3smbl (Toxoplasma gondii) 200,0
KDL-13.16.A2.900 |OHK Tokconnaamsl (Toxoplasma gondii), Konn4yecTBeHHO 300,0
KDL-13.17.A1.900 |OHK TpuxomoHagbl (Trichomonas vaginalis) 200,0
KDL-13.17.A2.900 |OHK tpuxomoHagbl (Trichomonas vaginalis), Konn4ecTBeHHO 300,0
KDL-13.18.A1.900 |OHK uyutomeranosupyca (Cytomegalovirus, CMV) 200,0
KDL-13.18.A2.900 |OHK uutomeranosupyca (Cytomegalovirus, CMV), konim4yecTBEHHO 300,0
KDL-13.19.A1.900 |OHK Bupyca npoctoro repneca | Tuna (Herpes simplex virus 1) 200,0
KDL-13.19.A4.900 |OHK Bupyca npoctoro repneca | tuna (Herpes simplex virus 1), konu4ectBeHHO 300,0
KDL-13.19.A2.900 |OHK Bupyca npoctoro repneca Il Tuna (Herpes simplex virus 1) 200,0
KDL-13.19.A5.900 |OHK Bupyca npoctoro repneca Il Tuna (Herpes simplex virus Il), konn4yectBeHHO 300,0
KDL-13.19.A3.900 |OHK Bupyca npoctoro repneca | v Il Tunos (Herpes simplex virus | v 1) 400,0
KDL-13.20.A1.900 |OHK Bupyca repneca VI tTuna (Human Herpes virus VI) 200,0
KDL-13.20.A2.900 |OHK Bupyca repneca VI tnna (Human Herpes virus VI), konn4ectBeHHO 350,0
KDL-13.21.A1.900 |OHK Bupyca OnwtenHa-bapp (Epstein-Barr virus) 200,0
KDL-13.21.A2.900 |OHK Bupyca OnwrenHa-bapp (Epstein-Barr virus), konn4ecTtBeHHO 300,0
KDL-13.22.A1.900 |OHK Bupyca Bapuuenna-3octep (Varicella-Zoster virus) 250,0
KDL-13.34.A1.900 |OHK napsosupyca B19 (Parvovirus B19) 1050,0
KDL-13.29.A1.900 |OHK ageHoBupyca (tunel 3, 2, 5, 4,7, 12, 16, 40, 41, 48) 900,0
KDL-13.31.D1.900 OHK Bo36y,1:|,.|/|Tene|/| Koxnroma/ngpaqun+0Lua/6p0oncenTv|Kosa (Bordetella pertussis/Bordetella 900,0
parapertussis/Bordetella bronchiseptica)
KDL-13.23.02.900 |OHK nanunnomasupycos (Human Papillomavirus, BI14) 6/11 Tunos ¢ onpegeneHnem tuna 200,0
KDL-13.23.D3.900 OHK nanunnomasupycos (Human Papillomavirus, BIM4Y) 6/11 Tunos ¢ onpeaenexHnem tuna, 300,0
KONNYECTBEHHO
KDL-13.23.A1.900 |OHK nanunnomasupyca (Human Papillomavirus, BIN4) 16 Tuna 200,0
KDL-13.23.A2.900 |OHK nanunnomasupyca (Human Papillomavirus, BIN14Y) 18 tuna 200,0
KDL-13.24.D01.900 |OHK nanunnomasupycos (Human Papillomavirus, BIM4) 16/18 Tunos, konu4ecTtBeHHO 500,0
KDL-13.23.D1.900 |OHK nanunnomasupycos (Human Papillomavirus, BIM4Y) 31/33 Tunos ¢ onpegenexHnem tnna 210,0
KDL-13.23.D4.900 OHK nanunnomasupycos (Human Papillomavirus, BMN4Y) 31/33 TMnoB ¢ onpeaeneHnem tuna, 300,0
KONMMYECTBEHHO
i BlMY-tect (ROCHE COBAS4800) BbICOKOro kaHLueporeHHoro pucka (16-68 tunos: 16, 18 ¢
KDL-13.23.D5.900 onpegeneHmem Tuna, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 6e3 onpegeneHus Tmuna) 1950,0
i OHK nanunnomasmpycos (Human Papoiilmavirus) BbICOKOro kaHueporeHHoro pucka (16-68 Tmnos:
KDL-13.23.A3.900 16,18,31,33,35,39,45,51,52,56,58,59,66,68) 6€3 onpegeneHns tuna 2000,0
i OHK nannnomasupycos (Human Papoiilmavirus) BbICOKOro kaHueporeHHoro pucka (16, 18, 31,
KDL-13.23.D6.900 33, 35, 39, 45, 51, 52, 56, 58, 59 TMNoB) ¢ onpegeneHnem Tuna 600,0
KDL-13.30.A2.900 |PHK Bupyca rpunna A/H1N1 (cBuHOM rpunn), (kay.) 1750,0
KDL-13.30.03.900 |PHK Bupycos rpynna A/HIN1, A/H3N2 1600,0
KDL-13.30.D1.900 |I'eHoTunupoBaHue supyca rpunna (A/B) 900,0
KDL-13.30.D4 Bupychbl rpynnel repneca (EBV, CMV, HHV6) 650,0
OPBW-CkpuH
i (PHK pecnupatopHocuHumntnansHoro supyca/ PHK metanHesmoBupyca/
KDL-13.30.D2.900 PHK naparpunna (tunos 1, 2, 3 u 4)/ PHK kopoHnasupycos/ PHK puHosupycos/ AHK 2000,0
ageHoBupycoB (rpynn B, C n E)/ JHK 6okaBupyca)
KDL-13.9.A1.101 OHK xenukobakTtepa (Helicobacter pylori) 350,0
KDL-13.14.A1.101 |OHK canbmoHenn (Salmonella species) 400,0
KDL-13.14.A5.101 |OHK Bo36yautensa ncesaotybepkynesa (Yersinia pseudotuberculosis) 350,0
KDL-60.30.H31.101 |OKW/-TecT (Shigella spp./Salmonella spp./Adenovirus F/Rotavirus A/Norovirus 2/Astrovirus ) 2000,0
KDL-13.25.A1.101 |PHK aHTepoBupyca (Enterovirus) 600,0
OnaporenHblie E.coli (OHK sHTeponaToreHHbix E. coli/
KDL-13.14.01.101  |OHK aHTepoTokcureHHbix E. coli/ AHK aHTeponHBa3usHbIX E. coli/ 1600,0
OHK anTeporemopparnyeckux E. coli/ QHK aHTepoarrperatusHbix E. coli)
KDL-13.26.A1.101 |PHK poTtasupycos (Rotavirus) A 600,0
KDL-13.28.A1.101  |PHK Hopoupycos (Norovirus) Il Tuna 600,0

CEPOJIOM'MYECKUE MAPKEPbI UHOEKLIMOHHbIX 3AEOJIEBAHUN




KDL-11.1.A1.201 AHTuTena Kk Bupycy renaturta A, IgM (Anti-HAV IgM) 420,0
KDL-11.1.A2.201 AHTuTena k Bupycy renatuta A, IgG (Anti-HAV 1gG) 420,0
KDL-11.2.A1.201 [MoBepXHOCTHBIM aHTUreH BuUpyca renatuta B (aBcTpanuickuin antureH, HbsAg) 420,0
KDL-11.2.A7.201 [MoBepxHOCTHBIM aHTUreH BUpyca renatuta B (aBcTpanuincknin antureH, HbsAg), konnyectBeHHo 1800,0
KDL-11.2.A2.201 AHTUTENA K NOBEPXHOCTHOMY aHTUreHy Bupyca renatuta B (Anti-HBs) 420,0
KDL-11.2.A3.201 AHTUTENAa K saepHOMY (cor) aHTureHy supyca renatuta B, cymmapHsie (Anti-HBcor) 420,0
KDL-11.2.A4.201 AHTUTENa K agepHomy (cor) aHTureny supyca renatuta B, IgM (Anti-HBcor IgM) 420,0
KDL-11.2.A5.201 AHTureH HBe Bupyca renatuta B (HbeAg) 420,0
KDL-11.2.A6.201 AHTuTena k HBe-aHTureny Bupyca renatuta B, cymmapHbie (Anti-HBe) 420,0
KDL-11.3.A3 AHTuTena Kk Bupycy renatuta C, cym. (Anti-HCV) 300,0
KDL-11.3.A2.201 AHTuTena k Bupycy renatuta C, IgM (Anti-HCV IgM) 400,0
KDL-11.4.A1.201 AHTuTena Kk Bupycy renatuta D, cymmapHble (Anti-HDV) 300,0
KDL-11.4.A2.201 AHTuTena k Bupycy renatuta D, IgM (Anti-HDV IgM) 400,0
KDL-11.5.A2.201 AHTuTena Kk Bupycy renatuta E, IgM (Anti-HEV IgM) 350,0
KDL-11.5.A1.201 AHTuTena k Bupycy renatuta E, IgG (Anti-HEV 1gG) 450,0
KDL-11.7.A1.201 BWY (aHTuTEna v aHTUreHsbl) 300,0
KDL-11.6.A1.201 Mukpopeakuus Ha cudpunuc kadyecteeHHo (RPR) 200,0
KDL-11.6.A6.201 Mukpopeakuus Ha cucpunuc, nonykonmyecTseHHO (RPR) 250,0
KDL-11.6.A2.201 Peakuus naccuBHoun remarrntoTuHauum Ha cudpunuc (PIMA), kadeCcTBEHHO 300,0
KDL-11.6.A3.201 Peakuns naccuBHon remarrntoTuHaumnm Ha cucpunuc (PINCA), nonykonn4yectBeHHO 420,0
KDL-11.6.A4.201 AHTuTena k 6negHon TpenoHeme (T.pallidum),cym. 400,0
KDL-11.6.A5.201 AHTuTena k brnegHon TpenoHeme (Treponema pallidum), IgM 400,0
KDL-11.6.A8.201 AHTUTENa Kk 6negHon TpenoHeme (Treponema palidum), IgG 200,0
KDL-11.38.A1.201 |AHTUTEna Kk aHtureHam T-numcoTponHbix Bupycos (HTLV) 1 1 2 Tunos 1150,0
KDL-11.8.A1.201 AHTUTEnNa K BUpYycy npoctoro repneca |, Il Tunos (Herpes simplex virus |, Il), IgM 400,0
KDL-11.8.A9.201 AHTUTENa K BUpYcy npoctoro repneca |, Il Tunos (Herpes simplex virus |, 1), IgA 450,0
KDL-11.8.A2.201 AHTUTENa K BUpYCy npoctoro repneca |, Il Tunos (Herpes simplex virus I, 1), IgG 450,0
KDL-50.0.H75.201 AsuaHocTb 1gG k Bupycy npoctoro repneca |, Il Tunos (Herpes simplex virus |, Il) (Bkntovaet 550,0
onpeaeneHne aHTuTen K Bupycy npoctoro repneca |, Il tunos, 1gG)
KDL-11.8.D1.201 AHTuTENa K BUpycy npoctoro repneca |, Il Tunos (Herpes simplex virus |, 11), IgM (umMmyHO610T) 3770,0
KDL-11.8.D2.201 AHTUTENa K BUpYCy npoctoro repneca |, Il Tunos (Herpes simplex virus |, Il), IgG (uMmMyHOGNOT) 3770,0
KDL-11.8.A4.201 AHTVITeJ'Ia. K BUPYCY NPOCTOro repneca | Tvna 450,0
(Herpes simplex virus 1), IgM
KDL-11.8.A5.201 AHTUTEna K Bupycy npoctoro repneca | tuna (Herpes simplex virus 1), IgG 450,0
KDL-11.8.A6.201 AHTMTena_K BUpYCY NpOCTOrO repneca Il Tna 450,0
(Herpes simplex virus Il), IgM
KDL-11.8.A7 201 AHTMTena_K BUpyCy NpOCTOro repneca Il Tvna 450,0
(Herpes simplex virus Il), 1I9G
KDL-11.8.A8.201 AHTuTena Kk Bupycy repneca VI tTuna (Human herpes virus V1), IgG 450,0
KDL-11.49.A1.201 |AHTuTena k supycy Bapuuenna-3octep (Varicella-Zoster), IgM 600,0
KDL-11.49.A2.201 |AHTuTena k supycy Bapuuenna-3octep (Varicella-Zoster), IgA 600,0
KDL-11.49.A3.201 |AnTutena k Bupycy Bapuuenna-3octep (Varicella-Zoster), 1I9G 600,0
KDL-11.10.A1.201 |AHTUTEna K kancngHoMmy aHTureHy supyca dnwrtenHa-bapp (Epstein-Barr virus VCA), IgM 450,0
KDL-11.10.A2.201 |AHTUTENa K KancuaHOMy aHTUreHy supyca dnwrtenHa-bapp (Epstein-Barr virus VCA), IgG 450,0
KDL-11.10.A8.201 |AHTUTena Kk paHHemy aHTuUreHy Bupyca dnwrtenHa-bapp (Epstein-Barr virus EA), IgG 910,0
KDL-11.10.A7.201 |AHTUTena K sgepHoMy aHTUreHy supyca dnwtenHa-bapp (Epstein-Barr virus EBNA), 19G 400,0
KDL-50.0.H76.201 AsuaHocTb 1gG K BUpycy 3I‘ILLITeMHa—5vapp (Epstein-Barr virus) (BkntodyaeTt onpeneneHve aHtuTen K 500,0
KancuaHOMYy aHTUreHy Bupyca dnwrenHa-bapp, 19G)
KDL-11.10.D1.201 |AnTutena k Bupycy dnwrenHa-bapp (Epstein-Barr virus), IgM (MmmyHO60T) 3800,0
KDL-11.10.D2.201 |AnTutena k Bupycy dnwrenHa-bapp (Epstein-Barr virus), IgG (uMMyHO60T) 3800,0
KDL-11.9.A1.201 AHTuTena k ymtomeranosupycy (Cytomegalovirus), IgM 480,0
KDL-11.9.A6.201 AHTuTena k umtomeranosupycy (Cytomegalovirus), IgA 480,0
KDL-11.9.A2.201 AHTuTena k ymtomeranosupycy (Cytomegalovirus), 1IgG 400,0
KDL-50.0.H74.201 AsuaHocTb 1gG Kk untomeranosupycy (Cytomegalovirus) (BkniodaeTt onpeneneHve aHtuTen K 500,0
unTomeranosupycy, 1gG)
KDL-11.9.D2.201 AHTuTena k umtomeranosupycy (Cytomegalovirus), IgG (mmyHOBNOT) 3800,0
KDL-11.11.A1.201 |AHTUTEna K Bupycy KpacHyxu, IgM 420,0
KDL-11.11.A2.201 |AHTUTENa K BUPYCY KpacHyxu, IgG 420,0
KDL-50.0.H77.201 |ABngHocTb IgG K BUpYyCY KpacHyxu (BKIOYaeT onpegeneHne aHTuTen K Bupycy KpacHyxu, I1gG) 500,0




KDL-11.11.D1.201 |AHTUTEna K Bupycy kpacHyxu, IgG (MMMyHOBNOT) 3800,0
KDL-11.19.A1.201 |AHTuTEna k Tokconnasme (Toxoplasma gondii), IgM 420,0
KDL-11.19.A4.201 |AHTuUTena k Tokconnasme (Toxoplasma gondii), IgA 420,0
KDL-11.19.A2.201 |AHTuTEna k Tokconnaame (Toxoplasma gondii), IgG 420,0
KDL-50.0.H78.201 AsuaHocTb 1gG k Tokconnasme (Toxoplasma gondii) (BkntoyaeT onpeaeneHne aHTuTen K 500,0
Tokconnasme, 1gG)
KDL-11.26.A2.201 |AHTuTena k napsosupycy (Parvovirus) B19, IgM 600,0
KDL-11.26.A1.201 |AHTuTena k napsosupycy (Parvovirus) B19, IgG 600,0
KDL-11.12.A2.201 |AHTuTENa K BMpYycy kopw, I1gG 500,0
KDL-11.13.A1.201 |AHTUTENa K BUpYCYy anugemMnyeckoro naportuta, IgM 500,0
KDL-11.13.A2.201 |AHTUTEna K BUpycy anngeMm4eckoro napoTtuTta, IgG 500,0
KDL-11.33.A1.201 |AHTUTENa K KOKITIOLLHOMY TOKCUHY, IgA 500,0
KDL-11.33.A2.201 |AHTUTEnNa K KOKITIOLLHOMY TOKCUHY, IgG 500,0
KDL-11.33.D1.201 AHTUTENa K_Bo36yuMTenﬂM Kokntowa n napakokntowa (Bordetella pertussis, Bordetella 850,0
parapertussis), cymmapHsbie (PMI"A) nonykonn4ecTBeHHO
KDL-11.51.A3.201 |AnTutena k AgeHosupycy (Adenoviridae), IgM 850,0
KDL-11.51.A1.201 |AHTuTena k AgeHosupycy (Adenoviridae), IgA 850,0
KDL-11.51.A2.201 |AnTutena k AgeHosupycy (Adenoviridae), IgG 850,0
KDL-11.28.A1.201 |AHTutena k Bo3bygutento andrepum (Corynebacterium diphtheriae) 400,0
KDL-11.28.A2.201 |AHTuTena k so3byaurtento ctonbHska (Clostridium tetani) 550,0
KDL-11.15.A2.201 |AnTutena k xnamuamm (Chlamydia trachomatis), IgM 450,0
KDL-11.15.A1.201 |AnTuTena k xnammgum (Chlamydia trachomatis), IgA 450,0
KDL-11.15.A3.201 |AnTtuTena k xnammgum (Chlamydia trachomatis), 1IgG 450,0
KDL-11.15.A5.201 |Antutena k xnamugodgune (Chlamydophila pneumoniae), IgM 450,0
KDL-11.15.A4.201 |AHTuTena k xnammgodune (Chlamydophila pneumoniae), IgA 450,0
KDL-11.15.A6.201 |AnTutena k xnamugodune (Chlamydophila pneumoniae), 1IgG 450,0
KDL-11.16.A1.201 |AHTuTena k mmkonnasme (Mycoplasma hominis), IgA 300,0
KDL-11.16.A3.201 |AHTuTena k mukonnasme (Mycoplasma hominis), IgG 300,0
KDL-11.16.A6.201 |AHTuTena k mukonnasme (Mycoplasma pneumoniae), IgM 450,0
KDL-11.16.A4.201 |AHTuTena k mmukonnasme (Mycoplasma pneumoniae), IgA 450,0
KDL-11.16.A5.201 |AHTuTena k mukonnasme (Mycoplasma pneumoniae), IgG 450,0
KDL-11.17.A1.201 |AHTuTena k ypeannaame (Ureaplasma urealyticum), IgA 450,0
KDL-11.17.A3.201 |AHTuTena k ypeannasme (Ureaplasma urealyticum), IgG 450,0
KDL-11.18.A1.201 |AHTuTena k tpuxomoHage (Trichomonas vaginalis), 1gG. 500,0
KDL-11.21.A3.201 |AnTtuTena k kaHgnge (Candida albicans), IgM 450,0
KDL-11.21.A1.201 |AnTuTena k kaHgnge (Candida albicans), IgA 450,0
KDL-11.21.A2.201 |AHTuTena Kk kaHguge (Candida albicans), 19G 450,0
KDL-11.47.A2.201 |AnTuTena k rpubam (Aspergillus fumigatus), IgG 650,0
KDL-11.23.A1.201 |AHTuTena k mukobakrepuam tydepkynesa (Mycobacterium tuberculosis), cymmapHbie 650,0
KDL-11.25.A1.201 |AHTuTena k nernoHennam (Legionella pneumophila), cymmapHbie 700,0
KDL-11.39.A1.201 |AnTutena k 6pyuenne (Brucella), IgA 450,0
KDL-11.39.A2.201 |AnTuTena k 6pyuenne (Brucella ), IgG 450,0
KDL-11.40.A1.201 |AHTUTEna K BMpycy Krnewiesoro aHuedanuta, IgM 600,0
KDL-11.40.A2.201 |AHTUTEna K BUpYCy KneweBoro aHuedanura, IgG 600,0
KDL-11.24.A1.201 |AHTuTena k 6oppenunam (Borrelia burgdorferi), IgM 600,0
KDL-11.24.A2.201 |AnTutena k 6oppenusm (Borrelia burgdorferi), IgG 600,0
KDL-11.24.D1.201 |AHTuTena k 6oppenusam (Borrelia), IgM (MMMyHOBNOT) 2000,0
KDL-11.24.D2.201 |AnTtutena k 6oppenusm (Borrelia), IgG (uMmyHO610T) 2000,0
KDL-11.20.A10.201 |AHnTuTena k onuctopxam (Opisthorchis felineus), IgM 300,0
KDL-11.20.A1.201 |AHTuTena k onuctopxam (Opisthorchis felineus), IgG 300,0
KDL-11.20.A14.201 |UWK, cogepkalime aHTUreHbl ONMCTOPXOB 300,0
KDL-11.20.A2.201 |AHTUTEna Kk axmHokokkam (Echinococcus granulosus), IgG 300,0
KDL-11.20.A3.201 |AHTuTEna Kk Tokcokapam (Toxocara canis), IgG 300,0




KDL-11.20.A4.201 |AHTuTena Kk TpmuxmuHennam (Trichinella spiralis), IgG 300,0
KDL-11.20.A5.201 |AHTuTEna Kk wmncrtocomam (Schistosoma mansoni), IgG 600,0
KDL-11.20.A6.201 |AHTuTENa K yrpmuam kuwedHbiM (Strongyloides stercoralis), IgG 700,0
KDL-11.20.A7.201 |AHTUTENa K unctmuepkam cemHoro uenHa (Taenia solium), 1IgG 600,0
KDL-11.20.A8.201 |AHTUTENa K ne4yeHoYHbIM cocanblimkam (Fasciola hepatica), IgG 600,0
KDL-11.20.A12.201 |AHTuTena k ackapugam (Ascaris lumbricoides), IgG 600,0
KDL-11.20.A13.201 |AHTuTena k krioHopxam (Clonorchis sinensis), 1IgG 400,0
KDL-11.22.A1.201 |AHTuTEena k naménuam (Lamblia intestinalis), cymmapHbie 500,0
KDL-11.22.A2.201 |AHTutena k nambnuam (Lamblia intestinalis), IgM 400,0
KDL-11.41.A1.201 |AHTuUTEna k amebe ansentepunHon (Entamoeba histolytica), IgG 600,0
KDL-11.30.A1.201 |AHTuTena k nevwmanum (Leishmania infantum), cymmapHbie 600,0
KDL-11.14.A3.201 |AHTuTena k xenukobakrepy (Helicobacter pylori), IgM 650,0
KDL-11.14.A2.201 |AHTuTena k xenukobakrepy (Helicobacter pylori), IgA 650,0
KDL-11.14.A1.201 |AHnTuTena Kk xenukobaktepy (Helicobacter pylori), IgG 650,0
KDL-11.35.D1.201 |AnTtutena k wurennam (Shigella flexneri I-V, VI, Shigella sonnei) 650,0
KDL-11.32.D1.201 |AHTutena k mepcuHuam ( Yersinia enterocolitica), IgA; 19G 650,0
KDL-11.36.A1.201 |AHTuTena k canbmoHennam (Salmonella) A, B, C1, C2,D, E 600,0
KDL-11.37.A1.201 |AnTutena Kk Vi-aHtureny sobyautens 6ptowHoro tudga (Salmonella typhi) 550,0
KDL-11.46.A1.201 |AHTutena k Bupycy Kokcaku (Coxsackievirus), IgM 600,0
KDL-11.34.A1.201 |AHTUTENa K MeHNHIoKoKKy (Neisseria meningitidis) 900,0
LUUTONOIM’MYECKUE UCCIIEAOBAHUA
KDL-15.0.D1.309 LinTonormnyeckoe nccnegoBaHue otaensemMoro snaranuwa 350,0
KDL-15.0.D2.310 LinTonornyeckoe nccnegoBaHme cockoba ¢ Wenkm MaTkm 350,0
KDL-15.0.D03.311 Lintonornyeckoe nccnegosaHne cockoba n3 uepBrkanbHOro KaHana 350,0
KDL-15.0.D15.301 KLLaMHT:;:rmquKoe nccnegoBaHve CMeLllaHHOro cockoba C Werkn MaTku 1 13 LiepBuKasnibHOro 350,0
KDL-15.0.D4.111 LinTonornyeckoe nccnegosaHve acnupara M3 nonocty MaTku 700,0
KDL-15.0.D9.701 LinTonormnyeckoe nccnegoBaHne otaensaemMmoro Mosio4YHOW xenesbl 400,0
KDL-15.0.019.313 |UnTonorunyeckoe nccnegosaHve aHgockonnyeckoro marepuana Ha Helicobacter pylori 800,0
KDL-15.0.D011.313 |UuTonormnyeckoe nccnenoBaHne aHAOCKOMMYECKOro MaTtepuana 700,0
KDL-15.0.D012.120 |UwnTonorunyeckoe nccnegosaHve maTepuana, Nofyd4eHHOro Npu XMpypruieckux BMeLLaTenscreax 800,0
KDL-15.0.D24.121 LinTonormnyeckoe nccnegoBaHne ocagka Moun 650,0
KDL-15.0.09.702 LinTonornyeckoe nccnegoBaHe NyHKTaToB LMTOBUOHOWN Xenesbl 604,0
KDL-15.0.D23.122 |Uutonornyeckoe nccnegoBaHne HOBOOOpa3oBaHUN KOXN 450,0

XUOKOCTHAA LUUTONOIunA

"McTonornyeckoe uccregoBaHne Matepuana, nony4eHHOro Npu XMpypruyecknx BMeLLaTenbcTBax
N APYrMX CPOYHbIX MCCIEeA0oBaHUSX (aHanbHas TPELMUHA, rPbKEBbIE MELLIKW, XXEeNYHbIN My3bIpb,

KDL-15.0.021.900 |>KungkocTtHasa untonormna BD ShurePath 2250,0
KDL-15.0.D22.900 YKnpkoctHasa uutonormna BD ShurePath ¢ gBTomaTmsmpOBaHHom cuctemon npoc:MO_Tpa 4700,0
ymtonormndeckux npenapatoB BD FocalPoint GS: onpegeneHne oHkomapkepa p16ink4a
CKpUHUHT paka Wwenkn maTtkn (kmakocTtHasa umtonorus BD ShurePath ) ¢ BlMY-tectom (ROCHE
KDL-15.0.D020.900 COBAS4800) 4600,0
i KuakocTtHas LMTonNorMs aHAOMETPUSA C AUArHOCTMKON XPOHUYeCKoro aHgomeTtputa (CD20+
KDL-15.0.A6.111 CD56+, CD138+, HLA-DR) 16000,0
KDL-15.0.A7 111 zET_T.%Cé?aﬂ LUMTONOrMa 3HAOMETPUS C UccregoBaHNeM ayTOMMMYHHOIO Xapaktepa aHaomMeTpuTa 6500,0
KDL-15.0.A5.111 YKngkocTtHas LMTONOMNS € NCCNeAOBaHNeM PeLeNTMBHOCTU SHAOMETPUS K 3CTporeHam, 13000,0
nporecrepoHam, Kic7
KDL-15.0.A4.111 YKngkoctHas unTtonorusi ¢ onpegeneHmnem HeonnacTuyecknx nameHeHnn aHgometTpus PTEN 7500,0
KDL-15.0.A3.111 YKngkoctHas untonorus ¢ onpegeneHmem npegukropa nameHeHnn aHgometpmna PTEN, Ki67 10000,0

T’MMCTOJIOr'MYECKUE UCCIIEOOBAHUA

KDL-16.0.A1.110 CTEHKa paHeBOro KaHasna, TkaHb CBULLEBOro Xo4a W rpaHynauuun, anneHavke, npuaaTtoyHble 3000,0
nasyxu Hoca, aHeBpu3amMa cocyaa, BapuKo3HO paclUMpPEHHbIE BEHbI, reMopponganbHble y3nbl,
MWHOANVHBI, ageHouabl, ANynuabl, KUCTbl SUMHUKA)
MMcTonornyeckoe uccnegoBaHne GUONCMMHOrO Matepmnana (3H4OCKONMYECKoro maTepuana,

KDL-16.0.A2.110 COCKOOOB NOMOCTN MaTKM, COCKOOOB LIEPBMKaNbHOro KaHana, TKaHew XXeHCKON NosIoBOM CUCTEMBI, 3000,0
KOXW, MSITKUX TKaHEWN, KPOBETBOPHOM Y NMMMONOHON TKAHU, KOCTHO-XPSILLLEBOW TKaHW)

KDL-16.0.A18.110 3700,0
KoHcynbTauus rotoBbix npenapartosB (1 f1okyc)

KDL-16.0.A8.110 'McTonornyeckoe nccrnegoBaHne aHAOMETpuA (B T.4. nannenb-ouoncus) 3000,0

KDL-16.0.A24.110 |'mcTonornyeckoe nccrnegoBaHme nrnaweHTbl 10000,0




MMMYHOIT'MCTOXUMUYECKUE UCCJIEAOBAHUA

KDL-16.0.A15.110 |KoHcynbTauusa rotosoro npenapara nepeg UIMX 2500,0
KDL-16.2.A2 NI"X onyxonu mono4yHou xenesbl (PR/ER/Ki67/Her2 neu) 11500,0
KDL-16.2.A4 NIX peuenTtopHoro cratyca aHaomeTpus, ctaHaapTHoe (pasa cekpeunn (ER/PR/CD138/CD56)) 11000,0
) NIX peuenTtopHOro cratyca SHAOMETPUS, paclumpeHHoe (dasa cekpeuunn
KDL-16.2.A3 (ER/PR/CD138/CD56/LIF)) 13000,0
KDL-16.2.A5 g;))(),qmarHOCTMKa XpOHUYecKoro aHgomeTpuTa (pasa nponudepaummn (CD20/CD138/CD56/HLA- 10000,0
KDL-16.2.A15 NI"X nporHocTu4eckmii mapkep (1 aHTUTEno) 8000,0
KDL-16.2.A16 NIMX nporHocTu4eckmnii mapkep (2 aHtutena) 13000,0
KDL-16.2.A17 NI'X nporHocTnyeckmit mapkep (3 aHTutena) 20000,0
KDL-16.0.A10.110 |UI'X uccnegosanue (1 aHTUTENO) 5000,0
KDL-16.2.A6 NIX uccneposanue (2 aHTutena) 7000,0
KDL-16.2.A7 NIX nccnegosanue (3 aHTutena) 9000,0
KDL-16.2.A8 NIX nccnegosanue (4 aHTutena) 11500,0
KDL-16.2.A9 NIX nccnepgosanwue (5 antuten) 14000,0
KDL-16.2.A10 NI'X nccnegosanwue (6 aHTuten) 16500,0
KDL-16.2.A11 UI'X nccneposanue (7 aHtuten) 19000,0
KDL-16.2.A12 NIX nccnegosanwue (8 antuten) 22000,0
KDL-16.2.A13 NIX nccnegosanwue (9 antuten) 24500,0
KDL-16.2.A14 NI'X nccnegosanue (10 aHTuTenN) 27000,0
KDL-16.1.A1 [ononHutensHoe n3rotosneHne Mmukponpenaparta (1-5) 3000,0
KDL-16.1.A2 JononHutensHoe n3roToBneHne Mmnkponpenapata (6-10) 5500,0
KDL-16.1.A3 HononHutensHoe nsrotosneHne mukponpenaparta (ot 10) 11500,0
SOrP A I APEHATANRHOIG . "
i MpeHaTanbHbIN CKPUHUHT | TpumecTpa 6epemeHHocTn (10-13 Hegenb): accouMMpOBaHHbIN C
KDL-7.3.01.201 6epemeHHoCTLIO NpoTenH A (PAPP-A), ceobogHas cybbeamHmua 6eta-XIMy 1500,0
KDL-7.3.D2.201 I'IpeHaTaanbJM CKpyHWHT |l TpumecTpa 6€peMveHHOCTI/I (15-19 Hepenb): anbta-dpeTonpoTenH 1600,0
(ADIT), obwmn 6eta-XIM4, actpron cBo6OAHbLIV
KDL-26.3.D1 MpeHaTanbHbI CKpUHUHT | TpumecTpa 6epemerHHocTn ASTRAIA (8-14 Hepenb): 1800.0
o AccouunmnpoBaHHbIn ¢ 6epemeHHOCTLO NpoTenH A (PAPP-A), CeobogHas cybbeaumHuua beta-XMd ’
KDL-26.2 A1 3akntoyeHne Bpada - NabopoToOpHOro reHeTnka No nccnegosartensckomy otyety : HAMT 41000.0
o Panorama, 6a3oBag naHesnb (Natera) (ckpuHuHr xpomocom 13, 18, 21, X, Y u Tpunnongum ) ’
3akntoyeHne Bpada - nabopaTopHOro reHeTnka no nccnegosarensckomy otyety: HAMC
(Frenomepn) (cxkpuHuHr xpomocom: 13, 18, 21, X, Y y nnoaa, onpeaeneHne HocuTenscTea y Matepu
KDL-26.2.A7 y 29800,0
YacTbIX MyTaUUIN, KOTOpPbIE MOTYT NPUBECTU K HacneacTBEHHbIM 6onesHam y 6yayuiero pebeHka
(MyKkoBMCLMO03, FeMOXPOMaTo3, PEHUNKETOHYPUS, ranakTo3emMms 1 HEMPOCEHCOPHAs TYroyxocCThb))
KDL-26.2 A6 3akntoyeHne Bpaya - nabopaTtopHOro reHeTuka no muccnegosatensckomy otyety: HAMC T21 21500,0
(FreHomen) (CKpUHWHT 21 xpomocoMbl, cuHapoma [layHa)
KDL-26.2 Ad 3a|<moqume_Bpaqa - NaBopOTOPHOro reHeTuka no nccnegosatensckomy otyeTty : HAMT Veracity 36000,0
(NIPD Genetics) (cCkpuHUHT XpoMmocom: 13, 18, 21)
KDL-26.2 A5 3akntoyeHne Bpada - NabopoToOpHOro reHeTnka no nccnegosarensckomy otyety :HUMT 40000,0
Panorama, 6a3oBas naHenb (F'eHomen) ( ckpuHUHE xpomocomy 13, 18, 21, X, Y n Tpunnoungmn )
3akntoyeHne Bpada - NabopoTOpHOro reHeTnka No nccnegosarensckomy otyety : HAMT
KDL-26.2.A3 Panorama, pacwupeHHas naHenb (Natera) (ckpuHuHr xpomocom: 13, 18, 21, X, Y, Tpunnovamm un 63000,0
MUKpOAeNneLmoHHble cuHapomsl: 22q11.2, 1p36, Cri-du-chat, Angelman, & Prader-Willi

Nnon N PE3YC - ®AKTOP MiIOAdA

KDL-26.3.A1 OnpegeneHve nona nnoga (BblsBneHne pparmMeHToB Y-XpOMOCOMbI Nfio4a no KpoBU MaTepu 6500,0

KDL-26.3.A2 OnpepeneHve pesyc-gakTopa nnoga (BbiseneHue reHa RHD nnoga no kposu matepu) 8200,0

3akntoyeHne Bpada - NabopoTOpHOro reHeTnka nNo nccnegosarensckomy otyety : HAMT Harmony,

KDL-26.2.A2 6asoBas naHenb (Roche ) (ckpuHUHr xpomocom 13, 18, 21, X, Y n Tpunnongmm ) . 41000,0
KDL-10.0.A1.201 C3 KOMMNOHEHT KOMMNeMeHTa 600,0
KDL-10.0.A2.201 C4 KOMNOHEHT KoMMNnemeHTa 600,0
KDL-10.0.A3.201 WmmyHornobynuH A (IgA) 300,0
KDL-10.0.A4.201 HmmyHornobynuH M (IgM) 300,0
KDL-10.0.A5.201 MmmyHornobynuH G (IgG) 300,0
KDL-10.0.A6.201 WmmyHornobynuH E (IgE) 600,0

KDL-10.0.A7.201 dakTop Hekposa onyxonu (PHO-anbda) 1900,0




KDL-10.0.A8.201 Kprorno6bynuHsol 950,0
KDL-10.0.A73.201 |Unpkynupyowine uMMyHHbIE KOMIMEKChI 700,0
KDL-10.0.A76 NHTepneiknH-6 (IL-6) 1800,0
MmmyHorpamma 6asosas (CD3, CD3/4, CD3/8, CD19, CD16/56, CD3/16/56, CD3/HLA-DR,
KDL-10.0.D4.202 nenkouutapHo-T-J1® nHgekc, MMMyHoperynsTOpHbI MHOEKC. 4700,0
BkntoyaeTt aHanna KpoBm ¢ NNIENKOLMTAPHOW GOOPMYIIOn)
MmmyHorpamma pacumperHaa (CD3, CD3/4, CD3/8, CD19, CD16/56, CD3/16/56, CD3/HLA-DR,
KDL-10.0.D68.202 CD3/25, CD3/95, CD3:/4/95, CD3/8/95, CD3/8/38, nenkountapHo-T-JI® nHaekc, 4700,0
NMMYHOPErynsaTOPHbIN NHOEKC.
BkntoyaeTt aHanna KpoBm € NNIENKOLMTAPHOW GOOPMYIIOn)
KDL-10.0.D7.202 COKpaLIJ,el:IHaFI naHenb CD4/CD8 (BkrntoYaeT KMMHNYECKNIA aHanm3 KpoBKU C NenKoLMTapHom 1700,0
dopmynon (5DIFF))
KDL-10.0.D9.202 MMMyHOrpamma CKpUHUHEP (CDVB, CD19, CE)16/56. ) 2000,0
BkntovaeTt aHanva KpoBu C NENKOLMTAPHON (OOPMYIIOn)
KDL-10.0.D73 B1-knetkn CDS5/CD19 (BkrntoyaeT aHanua KpoBwu € nienkoumTapHon qopmyrion) 2100,0
HausHble CD4 numdountbi/kneTtkn namsatm (CD4/45R0O, CD4/45RA, cooTHoweHne "HanBHbIX"
KDL-10.0.D72 2 g y 4500,0
KNETOK M KNeToK NnamsaTu. BkroyaeT aHanns KpoBu C NieMKoLuMTapHOn (opmyrion)
KDL-10.0.D75 T-SPOT petckun (MHpuumposaHme M. tuberculosis), (aetn oo 12 ner) 9000,0
KDL-10.0.D76 T-SPOT (uHcpmumposanme M. tuberculosis), (aetn ctapwe 12 net u B3pocrbie) 9000,0
KDL-10.0.D2.204 daroTtecTt 1700,0
KDL-10.0.D8.204 baktepuumaHasa aktmeHocTb kpoBu (BURST) 2550,0
KDL-10.0.D1.204 3akntoyeHne Bpaya K[ I'IOVVICCJ'Ie,IJ,OBaTeJ'IOCKOMy oTtyeTy . MIHTepdepoHoBbIn cTaTtyc (3 1800,0
nokasaTens: CbIBOPOTOYHbIN UHTEPAEPOH, MHTEphepoH-anbga, NHTepdepoH-ramma)
KDL-10.5.A7 YyBCTBUTENBLHOCTbL K ANNoKnHy-anbga 700,0
KDL-10.5.A8 YyBCTBUTENBHOCTL K Apbugon 700,0
KDL-10.6.A12 YyBCTBUTENBLHOCTL K 130MPpUHO3UNHY 700,0
KDL-10.6.A11 YyBCcTBUTENBLHOCTL K [NaHaBupy 700,0
KDL-10.5.A6 YyBcTBUTENBLHOCTL K LiInToBnpy-3 700,0
KDL-10.0.A14.204 |YyBcTBUTENBHOCTb K AMUKCUHY 700,0
KDL-10.0.A15.204 |YyscTBuTEnbHOCTb K Karoueny 700,0
KDL-10.0.A16.204 |YyBcTBUTENBHOCTL K HEoBUpY 700,0
KDL-10.0.A17.204 |YyBCcTBUTENBHOCTbL K POOCTUHY 700,0
KDL-10.0.A18.204 |YyBcTBUTENBHOCTb K LiMKnodepoHy 700,0
KDL-10.0.A19.204 |YyBcTBUTENBHOCTL K [[@anasuty 700,0
KDL-10.0.A20.204 |YyBCTBUTENBHOCTL K [[€NOHY 700,0
KDL-10.0.A21.204 |YyBcTBUTENBHOCTL K MIMMYyHany 700,0
KDL-10.0.A28.204 |YyscTBUTENBHOCTL K IMMYyHObaHy 700,0
KDL-10.0.A22.204 |YyBCcTBUTENBHOCTb K MIMMyHOMaKCy 700,0
KDL-10.0.A23.204 |YyBcTBUTENBHOCTHL K IMMYHOpPUKCY 700,0
KDL-10.0.A24.204 |YyBcTBUTENBHOCTL K Jlkonuay 700,0
KDL-10.0.A25.204 |YyBcTBUTENBHOCTD K [ONIMOKCNOOHMIO 700,0
KDL-10.0.A26.204 |YyBCTBMTENBHOCTb K TaKTUBUHY 700,0
KDL-10.0.A27.204 |YyBcTBUTENBHOCTb K TMOreHy 700,0
AP PDKL| A ) - ABO RA
KDL-9.0.A33.201 AHTUHYKNeapHbIN pakTop Ha KneTovHon nuHum HEp-2 (AH®) 900,0
KDL-9.0.A34.201 AHTUTENA K 3KCTparnpyemomy HykneapHomy Al" (QHA/ENA-CKpuH) 900,0
KDL-9.0.A3.201 AHTUTENa K agepHbiM aHTureHam (ANA) 900,0
KDL-9.0.A1.201 AHTtuTena k gsycnupansHon JHK (HaTtusHon, a-dsDNA) 900,0
KDL-9.0.A2.201 AHTuTena k ogHocnupanbHon JHK (a-ssDNA) 900,0
AHTUHYKIeapHble aHTUTENa, UMMYHOONOT (ayToaHTuTena knacca IgG kK 14 pas3nnyHbiM
KDL-9.0.D4.201 aHTureHam: NnRNP/Sm, Sm, SS-A (SS-A HaTuHbIM U R0-52), SS-B, Scl-70, Jo-1, PM-Scl, npoTteunH 3550,0
B ueHtpomepa, PCNA, dsDNA, HykneocoMmsbl, TMCTOHbI, pubocomanbHbii 6enok P, AMA-M2)
KDL-9.0.D9.201 AHTUTENa npu nonumMmuosuTe, uMMyHobnot (Mi-2, Ku, Pm-Scl100, Pm-Scl75, SPR, Ro-52, Jo-1, PL: 3550,0
7,PL-12, EJ, OJ)
KDL-9.0.D10.201 PasBepHyToe ceponornyeckoe obcnegosaHve npu nonummosute (AH® Ha Hep-2 kneTtkax, ENA- 5000,0
CKPUH, UMMYHOBNOT ayTOaHTUTEN NPX NOSIMMUO3UTE)
KDL-8.0.A84.201 AHTUTENA K MUENNHY 1300,0
KDL-9.0.A80.201 AHTUTENA K ckeneTHbiM Mbiwuam (ACM) 1200,0
KDL-9.0.A81.201 AHTUTENA K akBanopuHy -4 2250,0
KDL-9.0.A82.201 AHTUTENA K aueTUnxonnHoBbiM peuentopam (AXP) 3650,0
KDL-9.0.A84.201 AHTuTena k rmyramatHomy peuentopy NMDA-Tuna 4000,0
KDL-9.0.D11.201 AHTUTENA npu napaHeonnacTU4eCcKNx cmHapomMmax, uMmyHoonot (k Yo-1, Hu, Ri, CV2, Ma2, 5300,0
aMPUPU3INHY)
KDL-9.0 D1.201 AHTUTENA K d)occtionmnm,qam (kapaunonunuHy, pocdaTmanncepuny, dpochaTnannmHoO3NToNy, 870,0
dochaTnamnoBon KUCNOTE), CyMMapHbIe
KDL-9.0 AB.201 AHTUTEnNa knacca IgM k gpoconunuaam (kapgmonununy, ocaTnanncepuHy, 550,0

dochaTnamnuHoauTony, pocdhatmannoBon KUCNoTe)




AHTuTena knacca IgG k pochonunugam (kapanonunuHy, dochaTuanncepuny,

KDL-9.0.A7.201 y 550,0
docaTnamnuHoauTony, pocdatmansioBomn KUCNoTe)
KDL-9.0.A46.201 AHTUTENA K KApAMONUNUHY (CyMMapHbIe) 950,0
KDL-9.0.A76.201 AHTUTENA K Kapauonunuxy, IgM 800,0
KDL-9.0.A75.201 AHTUTENa K Kapguonunury, 1gG 800,0
KDL-9.0.A18.201 AHTUTENAa K 6eTa2-rMMKONPOTENHY 1050,0
KDL-9.0.A78.201 AHTUTENa K 6eTa-2-rnmkonpoTenHy, IgM 800,0
KDL-9.0.A77.201 AHTUTENA K BeTa-2-rnukonpoTenHy, IgG 800,0
KDL-9.0.A54.201 AHTUTENa K pochaTngmncepuHy-npoTpomobuHy, cymmapHsie (IgM, G) 1300,0
KDL-9.0.A53.201 AHTUTENa K aHHeKkcnHy V knacca IlgM 1700,0
KDL-9.0.A52.201 AHTUTEna K aHHeKkcuHy V knacca lgG 1700,0
KDL-9.0.A42.201 AHTUTENa Kk TpomboumTam, knacca IgG 1500,0
KDL-9.0.A11.201 AHTUTENa K umknudeckomy umtpynnmHosomy nentungy (ACCP, anti-CCP) 1800,0
KDL-9.0.A26.201 AHTUTENA K LUTPYNNNHUPOBAHHOMY BUMEHTUHY (aHTU-MCV) 1800,0
KDL-9.0.A19.201 AHTUKepaTuHoBble aHTUTena (AKA) 1050,0
KDL-9.0.A20.201 AHTuTENa k 6asanbHon membpaHe knyboyka (BMK) 1200,0
AHTUHeNTpodUbHbIe UMTONNasmartmnyeckne antutena, IgG (ANCA), Combi 6(k npotenHase 3,
KDL-9.0.D03.201 naktoeppuHy, Mmenonepokcnaase, anacrase, karencuHy G, 6akrepuumgHomy 6enky, 3500,0
nosblwarowemy npoHmuaemoctb (BPI))
KDL-9.0.A22.201 AHTUTENa K kneTkam cocyanctoro aHgotenusa (HUVEC) 1650,0
KDL-9.0.A21.201 AHTuTEna k C1q dakrtopy KOMnyemMeHTa 1650,0
KDL-9.0.A4.201 AHTUTENAa K MUTOXOHAPUAM 1650,0
KDL-9.0.A23.201 AHTuTEna k rmagkum mbiwyam (AFMA) 1150,0
KDL-9.0.A5.201 AHTUTENA K MUKpOCOMasbHON dopakumm neveHun n noyek (anti-LKM) 1150,0
AHTUTENa K aHTUreHam neyYeHun, MMMyHOBMOT (ayToaHTuTena knacca IgG k 4 pasnuyHbIM
KDL-9.0.D2.201 aHTMreHam: nupyeaTaerngporeHasHomy komnnekcy (M2), mmkpocomam neyeHun m noyek (LKM-1), 2900,0
LMTO30MNbHOMY NneyeHo4yHoMy aHTureny Tuna 1 (LC-1), pactBopMMomy nevyeHo4YHOMY
aHTUreHy/aHTUreHy neyveHun n nogxenygovHon xenesol (SLA/LP))
KDL-9.0.A56.201 AHTUTENa K napueTanbHbiM KneTkam xxenyaka (AMKK) 1050,0
KDL-9.0.A57.201 OnpepeneHve aHtuten Kk .Kactna - BHyTpeHHeMy hakTopy (ABD) 1050,0
KDL-9.0.A62.201 OnpepeneHne cogepxaHusa nogknacca IgG4 1200,0
KDL-8.0.A81.201 AHTUTENna K bokanoBnaHbIM knetkam kuwevHmka( BKK) 1500,0
KDL-9.0.A30.201 AHTUTENa K gpoxokam Saccharomyces cerevisiae (ASCA), IgA 1050,0
KDL-9.0.A31.201 AHTUTENa K gpoxokam Saccharomyces cerevisiae (ASCA), IgG 1050,0
KDL-9.0.A14.201 AHTUTENA K rmMuaguny, IgA 550,0
KDL-9.0.A15.201 AHTUTENA K rmnaguny, IlgG 550,0
KDL-8.0.A82.201 AHTUTENa K Ae3aMUHMPOBaHHbIM NenTngam anbda-rnnagmHa IgA (AAIN) 1100,0
KDL-9.0.A83.201 AHTUTENa K fe3aMHMPOBaHHbIM nentugam anbdga-rnunaguHa IgG (AAIN) 1200,0
KDL-9.0.A16.201 AHTUTENAa K TKAHEBOW TpaHcrnytammnHase, IgA 800,0
KDL-9.0.A17.201 AHTUTENa K TKAHEBOW TpaHcriytamnHase, 1gG 800,0
KDL-9.0.A24.201 AHTUTENa K 9HgoMm3nto, IgA (ASA) 1500,0
KDL-9.0.A25.201 AHTUpEeTUKYynMHoBble aHTuTena (APA) 1100,0
KDL-9.0.A51.201 [unarHocTunka capkongosa (aKTMBHOCTb aHIMOTEH3UNH-NpeBpalaroLlero epmeHta - Alld) 1900,0
KDL-9.0.A29.201 AHTuTEna Kk mmokapgy (Mio) 1050,0
KDL-9.0.A27.201 AHTUTENA K JECMOCOMaM KOXN 1750,0
KDL-9.0.A28.201 AHTUTENa Kk 6asansHon membpaHe koxn (AMB) 1850,0
KDL-9.0.A9.201 AHTUTENa K oCTPOBKOBLIM KkneTtkam (ICA) 1400,0
KDL-9.0.A49.201 AHTuTEna Kk rnyramatgekapbokcunase (GAD) 1500,0
KDL-9.0.A10.201 AHTUTENa K MHCYnuHy (I1AA) 600,0
KDL-9.0.A32.201 AHTUTENa K cTepoung-npoayumpyrowmnm knetkam HagnodeyHuka (ACTIK) 1400,0
KDL-9.0.A50.201 AHTUTENA K cTepoua-npoayumpyowmm knetkam andHmka (ACKI-Ovary) 1050,0
KDL-9.0.A8.201 AHTUCNEepMarnbHble aHTUTENa 1000,0
KDL-9.0.D5.201 ONN-B-TecT-6 (aHTuTena k ds-AHK, 6eta2-rnukonpoTtenHy 1, Fc-lg, konnareny, tHTepgepoHy 1800,0
anbda, MHTepepoHy ramma)
KDL-9.0.D6.201 ANMN-ADPC-XIMY-TecT-6 (aHTUTENa Kk XI'Y, 6eTta2-rnukonpoTenny 1, Fc-Ig, ds-HK, konnareny, 1900,0
CyMMapHsbIe K bocdonunuaam)
KDL-9.0.D8.201 OJ1U-M-Komnnekc-12 5200,0
KDL-9.0.D7.201 AJMN-Bucuepo-Tect-24 (aHTUTENA K 24 aHTUreHaM OCHOBHbIX OPraHOB M CUCTEM YerloBeKa) 9500,0
KDL-9.0.A58.201 CKPWHUHT NapanpoTEMHOB B CbIBOPOTKE (MMMYHOUKCALINA) 1750,0
KDL-9.0.A59.401 CKpuHUHT 6enka beHc-[)xoHca B pa3oBon Moye (MMMyHOUMKCALNSA) 1050,0
KDL-9.0 A61.201 TunnpoBaHue NnapanpoTenHa B CbIBOPOTKE KPOBU (C MOMOLLIbIO MIMMYHOMMKCALUKN C NaHENbIO 3500,0
aHTMCbIBOpPOTOK IgG, IgA, IgM, kappa, lambda)
KDL-9.0.A60.401 MmmyHodmkcaumsa 6enka beHc-[xoHca ¢ naHenbio aHTUCLIBOPOTOK 3300,0
A Pl OJI10 7
KDL-17.40.A102 Abpukoc IgE, F237 500,0




KDL-17.40.A103 ABsokapo IgE, F96 500,0
KDL-17.40.A104 AHaHac IgE, F210 500,0
KDL-17.40.A105 AnenbcuH IgE, F33 500,0
KDL-17.40.A106 BaHaH IgE, F92 500,0
KDL-17.40.A107 BuHorpapg IgE, F259 500,0
KDL-17.40.A108 BuwHs IgE, F242 500,0
KDL-17.40.A109 Mpenindpyt IgE, F209 500,0
KDL-17.40.A110 pywa IgE, F94 500,0
KDL-17.40.A111 ObiHa IgE, F87 500,0
KDL-17.40.A112 Wuxnp IgE, F402 500,0
KDL-17.40.A113 Kuen IgE, F84 500,0
KDL-17.40.A114 KnybHuka IgE, F44 500,0
KDL-17.40.A115 Kokoc IgE, F36 500,0
KDL-17.40.A116 JinmoH IgE, F208 500,0
KDL-17.40.A118 Mawro IgE, F91 500,0
KDL-17.40.A121 Mepcuk IgE, F95 500,0
KDL-17.40.A122 Cnuea IgE, F255 500,0
KDL-17.40.A124 Xypma IgE, F301 500,0
KDL-17.40.A125 Abnoko IgE, F49 500,0
KDL-17.40.A126 Arogbl (4epHuka, ronybuka, 6pycHuka) IgE, F288 500,0
KDL-17.41.A68 BaknaxaH IgE, F262 500,0
KDL-17.41.A69 Kanycta 6pokkonu IgE, F260 500,0
KDL-17.41.A70 Kanycta 6ptoccenbckas IgE, F217 500,0
KDL-17.41.A71 Kanycrta koyaHHas IgE, F216 500,0
KDL-17.41.A72 Kanycrta usetHas IgE, F291 500,0
KDL-17.41.A73 Kaptodens IgE, F35 500,0
KDL-17.41.A84 JNyk IgE, F48 500,0
KDL-17.41.A74 Mopkossb IgE, F31 500,0
KDL-17.41.A77 Orypey IgE, F244 500,0
KDL-17.41.A96 Mepey 3eneHbint IgE, F263 500,0
KDL-17.41.A95 Mepeu kpacHbIn (nanpuka) IgE, F218 500,0
KDL-17.41.A79 MeTtpywka IgE, F86 500,0
KDL-17.41.A81 Cenbpaepen IgE, F85 500,0
KDL-17.41.A78 Cnapxa IgE, F261 500,0
KDL-17.41.A76 Tomart IgE, F25 500,0
KDL-17.41.A75 ToikBa IgE, F225 500,0
KDL-17.41.A82 WnuHat IgE, F214 500,0
KDL-17.42.A46 Bobebl coeBble IgE, F14 500,0
KDL-17.42.A47 "opowek 3eneHbivt IgE, F12 500,0
KDL-17.42.A48 HyT (Typeuknin ropox) IgE, F309 500,0
KDL-17.42.A49 daconb 6enas IgE, F15 500,0
KDL-17.42.A50 daconsb 3eneHas IgE, F315 500,0
KDL-17.42.A51 daconb kpacHas IgE, F287 500,0
KDL-17.42.A44 Yeyesuua IgE, F235 500,0
KDL-17.43.A56 Apaxwuc IgE, F13 500,0
KDL-17.43.A58 'peukunmn opex IgE, F256 500,0
KDL-17.43.A60 Kewnto IgE, F202 500,0
KDL-17.43.A59 MwHaans IgE, F20 500,0
KDL-17.43.A62 ®ductawkn IgE, F203 500,0
KDL-17.43.A63 ®dyHayk IgE, F17 500,0
KDL-17.44.A31 bapaHnuHa IgE, F88 500,0
KDL-17.44.A30 loBaguHa IgE, F27 500,0
KDL-17.44.A32 WHpenika IgE, F284 500,0
KDL-17.44.A33 KypuHoe msco IgE, F83 500,0
KDL-17.44.A29 CsuHuHa IgE, F26 500,0
KDL-17.45.A9 Anbga-nakroanbbymuH IgE, F76 500,0
KDL-17.45.A10 beTa-naktornobynuH IgE, F77 500,0
KDL-17.45.A11 KasewuH IgE, F78 500,0
KDL-17.45.A7 Monoko kunaveHoe IgE, F231 500,0
KDL-17.45.A6 Monoko koposbe IgE, F2 500,0
KDL-17.45.A8 CbiBOpoTKa MornoyHas IgE, F236 500,0
KDL-17.45.A13 Coblp Tvna "Moyng" IgE, F82 500,0
KDL-17.45.A12 Cblp Tna "Yepgep" IgE, F81 500,0
KDL-17.46.A25 'pebewwok IgE, F338 500,0
KDL-17.46.A14 Kambana IgE, F254 500,0
KDL-17.46.A21 Kpab IgE, F23 500,0
KDL-17.46.A22 KpeseTku IgE, F24 500,0




KDL-17.46.A23 Jlob6cTep (omap) IgE, F80 500,0
KDL-17.46.A15 Jlococs IgE, F41 500,0
KDL-17.46.A24 Mwana IgE, F37 500,0
KDL-17.46.A16 CapgvHa IgE, F61 500,0
KDL-17.46.A17 Ckymbpus IgE, F50 500,0
KDL-17.46.A18 Tpecka IgE, F3 500,0
KDL-17.46.A19 TyHewy IgE, F40 500,0
KDL-17.46.A27 Yctpuupl IgE, F290 500,0
KDL-17.46.A20 dopensb IgE, F204 500,0
KDL-17.47.A86 Banuno IgE, F234 500,0
KDL-17.47.A87 "opuunua IgE, F89 500,0
KDL-17.47.A34 pnbbl (WamnuHboHbI) IgE, F212 500,0
KDL-17.47.A64 Opoxokn nekapckue IgE, F45 500,0
KDL-17.47.A65 Opoxokn nneHble IgE, F403 500,0
KDL-17.47.A89 Mwmbups IgE, F270 500,0
KDL-17.47.A54 Kakao IgE, F93 500,0
KDL-17.47.A90 Kappu (npunpasa) IgE, F281 500,0
KDL-17.47.A53 Kode IgE, F221 500,0
KDL-17.47.A45 Kynxyt IgE, F10 500,0
KDL-17.47.A91 JTaBpoBbint nucT IgE, F278 500,0
KDL-17.47.A127 Macno noaconHeyHoe IgE, K84 500,0
KDL-17.47.A94 MsTa IgE, F405 500,0
KDL-17.47.A97 Mepew yepHbini IgE, F280 500,0
KDL-17.47.A66 Conog IgE, F90 500,0
KDL-17.47.A83 YecHok IgE, F47 500,0
KDL-17.47.A55 LWokonag IgE, F105 500,0
KDL-17.47.A123 ®uHukn IgE, F289 500,0
KDL-17.48.A1 Anuyo kypuHoe IgE, F245 500,0
KDL-17.48.A3 bernok anyHbin IgE, F1 500,0
KDL-17.48.A2 XKentok anyHbin IgE, F75 500,0
KDL-17.48.A4 OBanbbymuH IgE, F232 500,0
KDL-17.48.A5 Osomykoug IgE, F233 500,0
KDL-17.49.A35 KnenkoBuHa (rntoteunH) IgE, F79 500,0
KDL-17.49.A36 Myka rpeyHeBas IgE, F11 500,0
KDL-17.49.A37 Myka kykypy3Has IgE, F8 500,0
KDL-17.49.A38 Myka oBcsiHas IgE, F7 500,0
KDL-17.49.A39 Myka nweHnyHas IgE, F4 500,0
KDL-17.49.A40 Myka pxxaHas IgE, F5 500,0
KDL-17.49.A41 Myka sumeHHas IgE, F6 500,0
KDL-17.49.A42 Mpoco IgE, F55 500,0
KDL-17.49.A43 Puc IgE, F9 500,0
KDL-17.2.A1 "ony6b (nomeT) IgE, E7 500,0
KDL-17.2.A2 N'ycb (nepo) IgE, E70 500,0
KDL-17.2.A4 Kanapewnka (nepo) IgE, E201 500,0
KDL-17.2.A5 Kosa (anutenuin) IgE, E80 500,0
KDL-17.2.A6 KopoBa (nepxotb) IgE, E4 500,0
KDL-17.2.A7 Kowka (anutenun) IgE, E1 500,0
KDL-17.2.A8 Kponwuk (anutenun) IgE, E82 500,0
KDL-17.2.A9 Kpbica IgE, E87 500,0
KDL-17.2.A10 Kpbica (moya) IgE, E74 500,0
KDL-17.2.A12 Kpbica (anutenui) IgE, E73 500,0
KDL-17.2.A13 Kypuua (nepo) IgE, E85 500,0
KDL-17.2.A14 Kypuua (npoTeunHsl ceiBOpoTKK) IgE, E219 500,0
KDL-17.2.A15 Jlowapgp (nepxots) IgE, E3 500,0
KDL-17.2.A16 Mopckas csuHka (anutenun) IgE, E6 500,0
KDL-17.2.A17 Mbiwb IgE, E88 500,0
KDL-17.2.A21 OsBua (anutenun) IgE, E81 500,0
KDL-17.2.A22 Monyran (nepo) IgE, E91 500,0
KDL-17.2.A23 Monyran BonHUCTLIN (Nepo) IgE, E78 500,0
KDL-17.2.A24 CBuHbSA (anuTtenun) IgE, E83 500,0
KDL-17.2.A25 Cobaka (nepxotb) IgE, E5 500,0
KDL-17.2.A26 Cobaka (enutenun) IgE, E2 500,0
KDL-17.2.A27 YTKa (nepo) IgE, E86 500,0
KDL-17.2.A28 Xowmsik (anutenun) IgE, E84 500,0
KDL-17.3.A1 Akauus (Acacia species) IgE, T19 500,0
KDL-17.3.A4 Bepesa (Betula alba) IgE, T3 500,0
KDL-17.3.A5 Bbyk (Fagus grandifolia) IgE, T5 500,0
KDL-17.3.A6 Bas (Ulmus spp) IgE, T8 500,0




KDL-17.3.A7 'pab obbikHOBEHHLIN (Carpinus betulus) IgE, T209 500,0
KDL-17.3.A8 Oy6 6enbin (Quercus alba) IgE, T7 500,0
KDL-17.3.A9 [y6 cmewanHbIn (Q. rubra, alba, valentina) IgE, T77 500,0
KDL-17.3.A11 MBa (Salix nigra) IgE, T12 500,0
KDL-17.3.A13 KneH saceHenuctHbi (Acer negundo) IgE, T1 500,0
KDL-17.3.A14 JlewmHa o6bikHoBeHHas (Corylus avellana) IgE, T4 500,0
KDL-17.3.A17 Onbxa (Alnus incana) IgE, T2 500,0
KDL-17.3.A18 "peuknn opex (Juglans regia) IgE, T10 500,0
KDL-17.3.A23 lNMnartaH (Platanus acerifolia) IgE, T11 500,0
KDL-17.3.A25 CocHa 6enas (Pinus silvestris) IgE, T16 500,0
KDL-17.3.A26 Tononb (Populas spp) IgE, T14 500,0
KDL-17.3.A29 Oskanvnt (Eucaliptus globulus) IgE, T18 500,0
KDL-17.3.A30 AceHb (Fraxinus excelsior) IgE, T15 500,0
KDL-17.4.A25 Ambpo3sna obblkHoBeHHast (Ambrosia elatior) IgE, W1 500,0
KDL-17.4.A27 Ambpo3sna cmewarnHas (Heterocera spp.) IgE, W209 500,0
KDL-17.4.A2 ByxapHuk wepctuctein (Holcus lanatus) IgE, G13 500,0
KDL-17.4.A1 Exxa cbopHas (Dactylis glomerata) IgE, G3 500,0
KDL-17.4.A6 Konocok gywmnctein (Anthoxantum odoratum) IgE, G1 500,0
KDL-17.4.A7 Koctpey 6e3octein (Bromus inermis) IgE, G11 500,0
KDL-17.4.A26 Kpanuea gsynomHas (Urtica dioica) IgE, W20 500,0
KDL-17.4.A28 Jlebepa cepetowas (Atriplex canescens) IgE, W75 500,0
KDL-17.4.A37 Jlebepa yeveBmnueobpasHas (A. lentiformis) IgE, W15 500,0
KDL-17.4.A9 Jlucoxsoct nyrosow (Alopecurus pratensis) IgE, G16 500,0
KDL-17.4.A29 Mapb 6enas (Chenopodium album) IgE, W10 500,0
KDL-17.4.A10 MsaTnuk nyroson (Poa pratensis) IgE, G8 500,0
KDL-17.4.A11 OBec KynbTMBMpoBaHHbIM (Avena sativa) IgE, G14 500,0
KDL-17.4.A12 OscsaHHuua nyroesas (Festuca elatior) IgE, G4 500,0
KDL-17.4.A31 OpysaHuunk (Taraxacum officinale) IgE, W8 500,0
KDL-17.4.A32 MopopoxHuk (Plantago lanceolata) IgE, W9 500,0
KDL-17.4.A13 Monesuua (Agrostis alba) IgE, G9 500,0
KDL-17.4.A33 lMonbiHb ropekas (Artemisia absinthum) IgE, W5 500,0
KDL-17.4.A34 lMonbiHb 06blkHOBEHHAas (Artemisia vulgaris) IgE, W6 500,0
KDL-17.4.A35 lMNocTteHHuua nekapcTtBeHHas (P. officinalis) IgE, W19 500,0
KDL-17.4.A14 MweHunua (Triticum sativum) IgE, G15 500,0
KDL-17.4.A15 Poxb KynbTuBmMpoBaHHas (Secale cereale) IgE, G12 500,0
KDL-17.4.A16 Poxb mHoroneTtHas (Lolium perenne) IgE, G5 500,0
KDL-17.4.A36 Pomaluka (HuBsaHuk) (Ch. leucanthenum) IgE, W7 500,0
KDL-17.4.A8 Pbinbua kykypysHble (Zea mays) IgE, G202 500,0
KDL-17.4.A18 Tumodeeska (Phleum pratense) IgE, G6 500,0
KDL-17.4.A30 dukyc IgE, K81 500,0
KDL-17.7.A1 HomawHsas neinb Tmn (Greer) IgE, h1 500,0
KDL-17.7.A6 [Mbiib NweHnyHon mykun IgE, K301 500,0
KDL-17.8.A1 Knew-gepmatodar myqHou (D. farinae) IgE, D2 500,0
KDL-17.8.A2 Knew-gepmatodar nepmHHbin (D.pteronyssinus) IgE, D1 500,0
KDL-17.9.A1 'pnbbl poga kangnaa (Candida albicans) IgE, M5 500,0
KDL-17.9.A2 lMnecHeBbIn rpub (Chaetomium globosum) IgE, M208 500,0
KDL-17.9.A3 MnecHesbIn rpnb (Aspergillus fumigatus) IgE, M3 500,0
KDL-17.9.A4 lMnecHeBbIn rpnb (Alternaria tenuis) IgE, M6 500,0
KDL-17.10.A1 OHTepoTokcuH A (Staphylococcus aureus) IgE, O72 500,0
KDL-17.10.A2 OHTepoTokcuH B (Staphylococcus aureus) IgE, O73 500,0
KDL-17.11.A1 AHTuTena k ackapugam (Ascaris lumbricoides) IgE, P1 500,0
KDL-17.11.A2 JlnunHkm Anisakis (Anisakis Larvae) IgE, P4 500,0
KDL-17.12.A1 Komap (cem. Culicidae) IgE, 171 500,0
KDL-17.12.A2 Monb (cem. Tineidae) IgE, 18 500,0
KDL-17.12.A3 Mowwuku kpacHon nmyuHka(Chironomus plumosus) IgE,I73 700,0
KDL-17.12.A4 Mypasen pbikuin (Solenopsis invicta) IgE, 170 500,0
KDL-17.12.A5 CneneHb (cem. Tabanidae) IgE, 1204 500,0
KDL-17.12.A6 TapakaH pbikun (Blatella germanica) IgE, 16 500,0
KDL-17.12.A7 LWepweHsb (oca natHuctas) (D. maculata) IgE, 12 500,0
KDL-17.12.A10 Apn ocnHbin (pog Vespula) IgE, 13 500,0
KDL-17.12.A11 Apn ocnHbin (pog Polistes) IgE, 14 500,0
KDL-17.12.A12 Apn nyenel (Apis mellifera) IgE, |1 500,0
KDL-17.13.A8 AsntpomuuuH IgE, C194 1000,0
KDL-17.13.A4 Amokcnuunnui IgE, C204 500,0
KDL-17.13.A3 Amnuumnnui IgE, C203 500,0




KDL-17.13.A9 HokcuumnuH IgE, C62 1000,0

KDL-17.13.A7 MHcynuH yenoseyeckuin IgE, C73 500,0

KDL-17.13.A10 HuctatuH IgE, C122 1000,0

KDL-17.13.A1 Mennyunnui G IgE, C1 500,0

KDL-17.13.A2 Mennuyunnuu V IgE, C2 500,0

KDL-17.13.A13 dopmansgerng IgE, K80 500,0

KDL-17.13.A11 Lledpypokecum IgE, C308 1000,0

KDL-17.13.A12 LUnnpodnokcauuH IgE, C108 1000,0

KDL-17.14.A4 JNlatekc IgE, K82 500,0

KDL-17.14.A1 Xnonok IgE, O1 500,0

KDL-17.14.A2 WepcTb IgE, K20 500,0

KDL-17.14.A3 Wenk IgE, K74 500,0

KDL-17.35.D8 Anneprokomnnekc cmelwwaHHbiin RIDA-screen Ne1, IgE 3500,0

KDL-17.35.D5 Anneprokomnnekc pecnmpaTtopHbin RIDA-screen Ne2, IgE 3200,0

KDL-17.35.D7 Anneprokomnnekc nuweson RIDA-screen Ne3, IgE 4000,0

KDL-17.35.D6 Anneprokomnnekc neguatpuyeckmi RIDA-screen Ne4, IgE 3500,0

KDL-17.35.D9 MecTHble aHecTteTukn Ne 1 Aptukann/CkangoHecT, IgE 1000,0

KDL-17.35.D10 MecTHble aHecTeTukmn Ne 2 HosokaunH/JlngokauH, IgE 1000,0

KDL-17.19.H1 Komnnekc annepreHoB AepeBbeB (MBa, TOMOJMb, Ofnbxa, bepesa, newnHa) 2500,0

KDL-17.20.H1 Komnnekc annepreHoB Tpas (aMbpo3usi 06bIKHOBEHHas, Mapb 6enas, nosnbiHb 0ObIKHOBEHHAS, 2500,0
OflyBaH4YMK, NOOOPOXKHUK)

KDL-17.16.A19 MaHenb nuweBbix annepreHoB Ne 1 IgE (apaxuc, MmHganb, YyHAYK, KOKOC, 6pa3nnbCKuin opex) 950,0

KDL-17.16.A20 MaHenb nuweBblx annepreHoB Ne 2 IgE (Tpecka, TyHel, KpeBETKN, NOCOCb, MUAUN) 950,0

KDL-17.16.A21 MaHenb nuweBbix annepreHoB Ne 3 IgE (nweHn4YHaa Myka, OBCsiHas Myka, KyKypy3Has Myka, 950,0
CEMEHa KyHXyTa, rpeyHeBas Myka)

KDL-17 16.A22 MaHenb nuweBbix annepreHoB Ne 5 IgE (anyHbIn 6enok, MOoKo, Tpecka, NeHnYHas Myka, 950,0
apaxmc, coeBble 606bI)

KDL-17.16.A23 MaHenb nuweBbix annepreHoB Ne 6 IgE (puc, cemeHa KyHXyTa, NieHnYHas Myka, rpeyHeBas 950,0
MyKa, coeBble 600bI)

KDL-17.16.A24 MaHenb nuweBbix annepreHoB Ne 7 IgE (anyHbIn 6enok, puc, KOpoBbE MOSIOKO, apaxuc, 950,0
NweHnYHas Myka, coeBble 606bI)

KDL-17.16.A25 MaHenb nuweBbix annepreHoB Ne 13 IgE (ropox, 6enasa daconb,MOpPKOBb, KapTodenb) 950,0

KDL-17.16.A26 MaHenb nuweBblx annepreHoB Ne 15 IgE (anenbcuH, 6aHaH, 1610Ko0, NepCKK) 950,0

KDL-17.16.A27 MaHenb nuweBbix annepreHoB Ne 24 IgE (dyHAayK, KpeBETKM, KMBKU, BaHaH) 950,0

KDL-17 16.A28 MaHenb I'IVVILIJ,eBbIX annepreHoB Ne 25 IgE (cemeHa KyHXyTa, Nekapckne OpOXxiKM, YECHOK, 950,0
cenbgepen)

KDL-17.16.A29 MaHenb nuweBbix annepreHoB Ne 26 IgE (anyHbIn 6enok, MOIoKo, apaxmc, ropyuunua) 950,0

KDL-17.16.A32 MaHenb nuweBbix annepreHoB Ne 50 IgE (kmBu, maHro, 6aHaHbl, aHaHac) 950,0

KDL-17.16.A33 MaHenb nuweBbix annepreHoB Ne 51 IgE (nomungop, kaptodenb, MOPKOBb, YECHOK, ropyunLa) 950,0

KDL-17.16.A34 MaHenb nuwesbix annepreHoB Ne 73 IgE (cBuHMHA, KyprHOe MACo, roBsavHa, bapaHuHa) 950,0

KDL-17.15.A10 MaHenb npodeccroHanbHbix annepreHoB Ne 1 IgE nepxoTb nowaan, nepxoTb KOPOBbLI, NEPO rycs, 950,0
nepo Kypuubl

KDL-17 15.A6 MaHenb annepreHoB XunBOTHbIX N2 1 IgE (anuTenui Kowkn, NnepxoTb fnoLwaan, NepxoTb KOPOBbI, 950,0
nepxoTb cobaku)

KDL-17 15.A7 MaHenb annepreHoB XuBOTHbIX Ne 70 IgE (anuTenuit MOpCKOM CBUHKK, SMUTENUIA KPOSiMKa, XOMSIK, 950,0
Kpblca, MblLLb)

KDL-17.15.A8 ;Is:zﬂz)anneprerlos XunBoTHbIx/nepbs ntuu/ Ne 71 IgE (nepo rycs, nepo KypuLbl, Nepo yTku, Nepo 950,0

KDL-17.15.A9 MaHenb aJ'IJ'IevaeHOB XnBoTHbIX/Nepbsa NTuu/ Ne 72 IgE (nepo BonHMCTOro nonyrasi, nepo nonyras, 950,0
nepo KaHapewnku)

KDL-17.19.A32 MaHenb annepreHoB aepeBbeB Ne 1 IgE (kneH sceHenucTHbIn, 6epesa, BA3, AyO, rpeuknin opex) 950,0

KDL-17.19.A29 MaHenb annepreHoB aepesbeB Ne 2 IgE (kneH sceHenncTHbIN, ToNosb, BA3, Ay0, nekaH) 950,0

KDL-17.19.A30 MaHenb annepreHoB aepesbeB Ne 5 IgE (onbxa, newunHa obblIkHOBEHHas, BA3, MBA, TOMOSb) 950,0

KDL-17.19.A31 MaHenb annepreHoB aepeBbeB Ne 9 IgE (onbxa, 6epesa, newmHa obbikHOBEHHAsd, Ay0, 1Ba) 950,0

KDL-17.20 A31 MaHenb annepreHoB TpaB Ne V1 IgE (exa cbopHas, oBcsiHMLA NyroBas, poXKb MHOrONETHNASA, 950,0
TUMOeeBKa, MATIINK NyroBoOw)

KDL-17.20 A32 MaHenb annepreHos Tpas Ne 3 IgE (KOJ‘IOC?K AYLWNCTbIN, POXXb MHOFONETHAS, TUMOMeeBKa, POXb 950,0
KyNbTMBUPOBaHHas, GyxapHWUK LLEPCTUCTbIN)

KDL-17.20 A33 lMaHenb annepreHoB CopHbIX pacTeHun n uetoB Ne 1 IgE (am6po3unsa obbikHOBEHHAS, NOSbIHb 950,0
0ObIKHOBEHHAs, NOJOPOXHUK, Mapy 6enas, 301bHUK/CONaHKa)

KDL-17 20 A34 MaHenb annepreHoB CopHbIX pacTeHun n uetoB Ne 3 IgE (nonbiHb 06bIKHOBEHHAs!, NOLOPOXHMK, 950,0
Mapb 6enas, 3010TapHUK, Kpanuea ABYAOMHAs)

KDL-17.20 A35 [MaHenb annepreHoB CopHbIX pacTeHnn un usetos Ne 5 IgE (aM6po:'3|/|9 0ObIKHOBEHHas!, NOSIbIHb 950,0
0ObIKHOBEHHAS, 30/10TAPHWK, HUBSHUK, OQYBAHYMK JIEKAPCTBEHHbIN)
MaHenb nHransumoHHblx annepreHo Ne 1 IgE (exa

KDL-17.21.A35 cbopHas, TMMohbeeBKka, SANOHCKNIA Keap, aMbpo3nsa 0BbLIKHOBEHHAs, NOSbIHb 950,0

0OblKHOBEHHAS)




MaHenb nHransumoHHbIx annepreHoB Ne 2 IgE (TnmodeeBka, nnecHesbiv rpmb (Alternaria tenuis),

KDL-17.21.A36 950,0

Gepesa, NonbiHb 0H6LIKHOBEHHASA)
KDL-17 21 A37 MaHenb liIHFaJ'IFILI,l/IOHHbIX ann?preHOB Ne 3 IgE (K.I'Iel.l.ll, - gepmaTtodar NepuHHbIN, SNUTENUN KOLLKN, 950,0

anutenun cobaku, nnecHesbin rpunb (Aspergillus fumigatus))

MaHenb nHransumoHHblx annepreHos Ne 6 IgE (nnecHesbin rpud (Cladosporium herbarum),
KDL-17.21.A38 » . . 950,0

TMmodbeeBka, nnecHesblv rpmb (Alternaria tenuis), 6epesa, nonbiHb 06LIKHOBEHHAS)
KDL-17.21.A39 lNaHenb MHransAuMoHHbIX annepreHoB Ne 7 IgUE (3nuTenuin KowwkK, Knew-gepmaTtodar nepuHHbIN, 950,0

NepxoTb Nowanun, NepxoTb Cobakun, SNUTENUIN KPONMKa)

MaHenb nHransumoHHbIx annepreHoB Ne 8 IgE (anuTtenuin kowwku, Knew-gepmaTtodar nepuHHbIN,
KDL-17.21.A40 Gepesa, nepxoTb cobaku, NonbiHb 0ObIKHOBEHHAA, TUMOMheeBKa, POXb KyNbTUBMPOBAHHAS, 950,0

nnecHeBbln rpmb (Cladosporum herbarum))
KDL-17.21.Ad1 MaHenb MHransLUMoHHbIX annepreHos Ne 9. IgE (anutenum KoLwkn, nepxoTb cobaku, oBCAHMLA 950,0

nyrosas, nnecHesbln rpub (Alternaria tenuis), N0OOOPOXHMK)
KDL-17.21 A42 I'IaH.enb annepreHos niecexu Ne 1 IgE (pen.icillium notatum, cladosporium herbarum, aspergillus 950,0

fumigatus, candida albicans, alternaria tenuis)

MaHenb knewesbix annepreHos Ne 1 IgE (kneww-aepmatodbar NnepuHHbIN, Knewl-gepmatodar
KDL-17.21.A44 My4yHomn, dermatophagoides microceras, lepidoglyphus destructor, tyrophagus putrescentiae, 950,0

glycyphagus domesticus, euroglyphus maynei, blomia tropicalis)
KDL-17 21 A43 [MaHenb annepreHos nbin Ne 1 IgE (momawwHsasa neinb (Greer), knew-gepmaTodar nepuHHbIN, 950,0

Knewi-gepmarodar My4HoOWn, TapakaH)

IgG4 k nuweBbLIM annepreHam (88 annepreHOB/MUKCTOB):

(6enok siMyHbIA, MOMIOKO KOPOBbLE, TPECKA, MyKa MWEeHNYHas, Myka pXxaHasi, Myka OBCSHasi, puc,

KYHXYT, MyKa rpeyHeBasi, ropox, apaxuc, 600bl coeBble, opex rpeLkun, pyHayk, MuHaanb, cenbap,

dopernb, KpeBETKM, TOMAT, CBMHUHA, roBsAMHa, 6aHaHbI, rpyLlla, MOpPKOBb, anenbCuH, MaHOapwH,

KapTodgenb, kanycta 6enokoyaHHas, NoCcoCb, APOXCKM NMUBHBIE, KNYOHMKA, APOXCKN NEKapcKme,

YeCHOK, NyK penyarbin, A6510K0, WoKonag, Nepcuk, Kanycra LUBeTHas, aHaHac, BULIHSA, KyKypy3a
KDL-17.17.D1 (3epHO), XenToK AnYHbIN, 6eTa-NakTornobynuH, KaseuH, KIemnkoBMHa, Cbip C NIIeCEHbI0, KypuHoe 12500.0

' MSICO, KUBU, cenbaepen, 6bapaHuHa, ropunua, koge, Yam YepHbIn, LLaMNNMHBOH, Orypel, CBekna ’

cTonoBas, nweHo (Npoco), puctawkm, abpukoc, ManuHa, kanbmap, ckyMopus, 6aknaxaH, kapn

(casaH), TbikBa, NEUNTUH, MOSIOKO KO3be, ryTamart, acnapTaMm-HSA, cyaak, norypT, Yyam 3eneHbin,

mMepn, caxap, LWMNOBHMK, Cblp MAKUA, CMOpoAMHa (KpacHasi U YepHasi), AblHS 1 apOy3, BUHOrpaza

(6enbin 1 YepHbIN), MKpa (KpacHasi U YepHasi), CMECb KanyCTHasi, OfIMBKM (3eSieHble U YepPHbIe),

XMesnb 1 conop, kaHanaa anbbukaHc (Candida albicans), ackapuaa (Ascaris lumbricoides), cmecb

cneuunn 1, cmecb nepLes ropoLLKoM, CMeCb cneuun 2)
KDL-17.50.A102 Abpukoc IgG, F237 500,0
KDL-17.50.A103 Asokago 1gG, F96 500,0
KDL-17.50.A104 AHaHac IgG, F210 500,0
KDL-17.50.A105 AnenbcuH IgG, F33 500,0
KDL-17.50.A106 baHaH 1gG, F92 500,0
KDL-17.50.A107 BuHorpap 1gG, F259 500,0
KDL-17.50.A108 BuwHs 1gG, F242 500,0
KDL-17.50.A109 Mpenndgpyt IgG, F209 500,0
KDL-17.50.A110 pywa IgG, F94 500,0
KDL-17.50.A111 ObiHsa 1gG, F87 500,0
KDL-17.50.A112 Wrxnp I1gG, F402 500,0
KDL-17.50.A113 Kusu 1gG, F84 500,0
KDL-17.50.A114 KnybHuka 1gG, F44 500,0
KDL-17.50.A115 Kokoc IgG, F36 500,0
KDL-17.50.A116 JInmoH 1gG, F208 500,0
KDL-17.50.A118 Mawro IgG, F91 500,0
KDL-17.50.A121 Mepcuk IgG, F95 500,0
KDL-17.50.A122 Cnuea IgG, F255 500,0
KDL-17.50.A124 Xypma IgG, F301 500,0
KDL-17.50.A125 Abnoko 1gG, F49 500,0
KDL-17.50.A126 Arogpl (YepHuka, ronybuka, 6pycHuka) IgG, F288 500,0
KDL-17.51.A68 BaknaxaH 1gG, F262 500,0
KDL-17.51.A69 Kanycta 6pokkonu 1gG, F260 500,0
KDL-17.51.A70 Kanycrta 6ptoccenbckas IgG, F217 500,0
KDL-17.51.A71 Kanycta koyaHHas IgG, F216 500,0
KDL-17.51.A72 Kanycta yseTtHas IgG, F291 500,0
KDL-17.51.A73 KapTtodens IgG, F35 500,0
KDL-17.51.A84 JNyk 19G, F48 500,0
KDL-17.51.A74 Mopkosb 1gG, F31 500,0
KDL-17.51.A77 Orypey IgG, F244 500,0
KDL-17.51.A96 Mepey 3eneHbin IgG, F263 500,0
KDL-17.51.A95 Mepeu kpacHbIn (nanpuka) 1gG, F218 500,0
KDL-17.51.A79 MeTtpywka IgG, F86 500,0
KDL-17.51.A81 Cenbpepen IgG, F85 500,0
KDL-17.51.A78 Cnapxa IgG, F261 500,0
KDL-17.51.A76 Tomart IgG, F25 500,0
KDL-17.51.A75 TeikBa IgG, F225 500,0




KDL-17.51.A82 WnuHat IgG, F214 500,0
KDL-17.52.A46 Bobbl coeBble I1gG, F14 500,0
KDL-17.52.A47 "opowek 3eneHbin 1gG, F12 500,0
KDL-17.52.A48 HyT (Typeuknin ropox) IgG, F309 500,0
KDL-17.52.A49 daconb 6enas IgG, F15 500,0
KDL-17.52.A50 daconsb 3eneHas 1gG, F315 500,0
KDL-17.52.A51 daconb kpacHas IgG, F287 500,0
KDL-17.52.A44 Yevesuua IgG, F235 500,0
KDL-17.53.A56 Apaxuc IgG, F13 500,0
KDL-17.53.A58 ["peukun opex IgG, F256 500,0
KDL-17.53.A60 Kewnto 1gG, F202 500,0
KDL-17.53.A59 MuHpans 1gG, F20 500,0
KDL-17.53.A62 ducrawkn IgG, F203 500,0
KDL-17.53.A63 dyHayk 1gG, F17 500,0
KDL-17.54.A31 bapaHnuHa IgG, F88 500,0
KDL-17.54.A30 oBaguHa IgG, F27 500,0
KDL-17.54.A32 WHpenka IgG, F 284 500,0
KDL-17.54.A33 KypuHoe msco IgG, F83 500,0
KDL-17.54.A29 CeuHuHa IgG, F26 500,0
KDL-17.55.A9 Anbga-nakroanbbymuH IgG, F76 500,0
KDL-17.55.A10 beTa-naktornobynuH IgG, F77 500,0
KDL-17.55.A11 KasewuH IgG, F78 500,0
KDL-17.55.A7 Monoko kunsyeHoe IgG, F231 500,0
KDL-17.55.A6 Monoko koposbe IgG, F2 500,0
KDL-17.55.A8 CbIBOpoTKa MonoyHas IgG, F236 500,0
KDL-17.55.A13 Cblp Tvna "Moyng" IgG, F82 500,0
KDL-17.55.A12 Cblp Tvna "Yeppep" 19G, F81 500,0
KDL-17.56.A25 pebewwok IgG, F338 500,0
KDL-17.56.A14 Kambana IgG, F254 500,0
KDL-17.56.A21 Kpab IgG, F23 500,0
KDL-17.56.A22 KpeseTku 1gG, F24 500,0
KDL-17.56.A23 JlobcTep (omap) IgG, F80 500,0
KDL-17.56.A15 Jlococs IgG, F41 500,0
KDL-17.56.A24 Muawnsa IgG, F37 500,0
KDL-17.56.A16 Capguha IgG, F61 500,0
KDL-17.56.A17 Ckymbpus IgG, F50 500,0
KDL-17.56.A18 Tpecka IgG, F3 500,0
KDL-17.56.A19 TyHey IgG, F40 500,0
KDL-17.56.A27 Yctpuubl IgG, F290 500,0
KDL-17.56.A20 dopensb IgG, F204 500,0
KDL-17.57.A86 Banunb IgG, F234 500,0
KDL-17.57.A87 Nopuumua IgG, F89 500,0
KDL-17.57.A34 ['pnbbl (WamnuHboHbI) 1gG, F212 500,0
KDL-17.57.A64 Opoxokn nekapckme IgG, F45 500,0
KDL-17.57.A65 Opoxokn nueHble IgG, F403 500,0
KDL-17.57.A89 Mmbupsb 1gG, F270 500,0
KDL-17.57.A54 Kakao IgG, F93 500,0
KDL-17.57.A90 Kappwu (npunpasa) IgG, F281 500,0
KDL-17.57.A53 Kode IgG, F221 500,0
KDL-17.57.A45 KynxyT 1gG, F10 500,0
KDL-17.57.A91 JlaBposbivt nuct IgG, F278 500,0
KDL-17.57.A127 Macno nogconHeyHoe 1gG, K84 500,0
KDL-17.57.A94 Msara IgG, F405 500,0
KDL-17.57.A97 Mepel yepHbin IgG, F280 500,0
KDL-17.57.A66 Conog IgG, F90 500,0
KDL-17.51.A83 YecHok IgG, F47 500,0
KDL-17.57.A55 Wokonap IgG, F105 500,0
KDL-17.57.A123 ®uHukm 1IgG, F289 500,0
KDL-17.58.A1 Anuo kypuHoe IgG, F245 500,0
KDL-17.58.A3 benok anynbin IgG, F1 500,0
KDL-17.58.A2 XKentok anynbin 1gG, F75 500,0
KDL-17.58.A4 OBanbbymuH 1gG, F232 500,0
KDL-17.58.A5 OBomykong 1gG, F233 500,0
KDL-17.59.A35 KnenkosuHa (rnmoTen) IgG, F79 500,0
KDL-17.59.A36 Myka rpedHeBas 1gG, F11 500,0




KDL-17.59.A37 Myka KykypysHas 1gG, F8 500,0
KDL-17.59.A38 Myka oBcsHas IgG, F7 500,0
KDL-17.59.A39 Myka nweHnyHas 1gG, F4 500,0
KDL-17.59.A40 Myka pxaHas 1gG, F5 500,0
KDL-17.59.A41 Myka sumeHHas IgG, F6 500,0
KDL-17.59.A42 Mpoco IgG, F55 500,0
KDL-17.59.A43 Puc IgG, F9 500,0
KDL-17.31.A1 MaHenb nuweBbix annepreHoB Ne 1 1gG (apaxuc, MmHganb, QYHAYK, KOKOC, 6pa3nnbCKnin Opex) 950,0
KDL-17.31.A2 MaHenb nuwesbix annepreHoB Ne 2 IgG (Tpecka, TyHew, KpeBeTKN, STIOCOChb, MUANN) 950,0
KDL-17.31.A3 MaHenb nuweBbix annepreHoB Ne 3 IgG (NweHn4Has Myka, OBCSiHaA MykKa, KyKypy3Hasa Myka, 950,0
CeMEeHa KyHXyTa, rpedHeBast Myka)
KDL-17 31 Ad MaHenb nuweBbix annepreHoB Ne 5 IgG (anyHbIn 6enok, MONoKo, Tpecka, NeHnYHasa myka, 950,0
apaxuc, coeBble 606bI)
KDL-17.31.A5 Manenb nuweBbix annepreHoB Ne 6 19G (puc, cemeHa KyHxXyTa, NiueHnYHas Myka, rpeyHeBas 950,0
MyKa, coeBble 606bI)
KDL-17.31.A6 MaHenb nuweBbix annepreHoB Ne 7 IgG (anyHbIn 6erokK, puc, KOPoOBbE MOSIOKO, apaxuc, 950,0
NweHn4YHasi Myka, coeBble 600bl)
KDL-17.31.A7 MaHenb nuweBbix annepreHoB Ne 13 IgG (3eneHbin ropollek, 6enblie 606bl, MOPKOBb, KapToderb) 950,0
KDL-17.31.A8 MaHenb nuweBbix annepreHoB Ne 15 1gG (anenbcuH, 6aHaH, A6110Ko, NePCUK) 950,0
KDL-17.31.A9 MaHenb nuweBbix annepreHoB Ne 24 1gG (pyHayK, KpeBeTKM, KnBu, 6aHaH) 950,0
KDL-17.31.A10 MaHenb MNLLEBbIX annepreHos Ne 25 I1gG (cemeHa KyHXyTa, Nekapckme OPOXKN, YeCHOK, 950,0
cenbaepen)
KDL-17.31.A11 MaHenb nuweBbix annepreHoB Ne 26 IgG (anyHbIn 6Genok, MOIOKO, apaxmuc,ropymua) 950,0
KDL-17.31.A12 MaHenb nuweBbix annepreHoB Ne 50 IgG (kuBu, maHro, 6aHaHbl, aHaHac) 950,0
KDL-17.31.A13 MaHenb nuweBblx annepreHoB Ne 51 IgG (nomugop, kaptodensb, MOPKOBb, YECHOK, ropyunLa) 950,0
KDL-17.31.A14 MaHenb nuweBbix annepreHoB Ne 73 IgG (CBUHWHA, KypuHOE MACO, roBaguHa, 6apaHuHa) 950,0
KDL-17.60.A136 AnenbcuH, f33 900,0
KDL-17.60.A143 KnybHuka, f44 900,0
KDL-17.60.A146 JInmoH, f208 900,0
KDL-17.60.A160 Abnoko, f49 900,0
KDL-17.61.A142 KapTodens, f35 900,0
KDL-17.61.A150 MopkoBb, f31 900,0
KDL-17.61.A155 Tomartbl, f25 900,0
KDL-17.61.A157 ToikBa, 225 900,0
KDL-17.61.A159 LiBeTHaga kanycTta, f291 900,0
KDL-17.62.A133 Cos, f14 900,0
KDL-17.63.A128 Apaxuc, f13 900,0
KDL-17.64.A137 oBaguHa, f27 900,0
KDL-17.64.A140 Mnpenka, maco, f284 900,0
KDL-17.64.A145 Kypuua, msco, f83 900,0
KDL-17.64.A154 CBuHUHa, 26 900,0
KDL-17.65.A130 Kosbe monoko, f300 900,0
KDL-17.65.A131 Monoko, f2 900,0
KDL-17.65.A149 Monoko knnsiyeHoe, 231 900,0
KDL-17.66.A147 Jlococs, f41 900,0
KDL-17.66.A156 Tpecka, f3 900,0
KDL-17.66.A158 dopensb, 204 900,0
KDL-17.67.A139 Opoxokn nekapckue, f45 900,0
KDL-17.67.A141 Kakao, f93 900,0
KDL-17.67.A144 Kode, 3epHa, 221 900,0
KDL-17.67.A148 Mep, 247 900,0
KDL-17.68.A134 AnyHbin 6enok, f1 900,0
KDL-17.68.A161 AnyHbIN XXenTok, 75 900,0
KDL-17.68.A162 Anuo, 245 900,0
KDL-17.69.A129 'ntoTeH (knenkosuHa), 79 900,0
KDL-17.69.A138 peunxa, rpednyHast myka, f11 900,0
KDL-17.69.A151 Osec, oBcsiHasa Myka, 7 900,0
KDL-17.69.A135 Mwenwnua, f4 900,0
KDL-17.69.A152 Puc, f9 900,0




KDL-17.69.A153 Poxb, pxaHas myka, f5 900,0
KDL-17.23.A30 Kowka,anutenum n nepxotb, €1 900,0
KDL-17.23.A31 Kypuua, nepbsi, €85 900,0
KDL-17.23.A29 Cobaka, nepxoTb, €5 900,0
KDL-17.24.A33 Bepesa 6opogasyaTas, t3 900,0
KDL-17.24.A34 MBa 6enas, t12 900,0
KDL-17.24.A31 JlewmHa obbikHOBEHHas, t4 900,0
KDL-17.24.A35 Jlnna, t208 900,0
KDL-17.24.A32 Onbxa cepas, t2 900,0
KDL-17.24.A36 Tononb, t14 900,0
KDL-17.25.A14 Amb6po3na Bbicokas, w1 900,0
KDL-17.25.A20 Exxa cbopHas, g3 900,0
KDL-17.25.A22 JIncoxsoct nyrosou, g16 900,0
KDL-17.25.A21 MsaTnuk nyroson, g8 900,0
KDL-17.25.A23 OscsHuua nyroeasi, g4 900,0
KDL-17.25.A15 OpyBaH4mK, w8 900,0
KDL-17.25.A13 lNonbiHb, W6 900,0
KDL-17.25.A16 Pomaluka, w206 900,0
KDL-17.25.A24 TumodpeeBka nyroeas, gb 900,0
KDL-17.26.A5 HomawHsas neins (Greer), h1 900,0
KDL-17.26.A6 HJomawHsas neinb (Holister), h2 900,0
KDL-17.70.A2 Knew, gomaiwuHen noinn D. pteronyssinus, d1 900,0
KDL-17.70.A5 Knew gomaiwHen nbinn D.farinae, d2 900,0
KDL-17.36.A4 Anbda-nakransOymunH, anneprokomnoHeHT, f76 nBos d4 1500,0
KDL-17.36.A5 BeTta-naktornobynuH, anneprokoMnoHeHT, f77 nBos d5 1500,0
KDL-17.36.A2 KaseunH, kopoBbe MOJSIOKO, anneprokomnoHeHT nBos d8, f78 1500,0
KDL-17.36.A6 OBanbbymuH anua, anneprokoMnoHeHT, 232 nGal d2 1500,0
KDL-17.36.A1 Osomykong anua, anneprokomnoHeHT nGal d1, 233 1500,0
KDL-17.36.A7 Cosg (G. max), anneprokomnoHeHT, f353 rGly m4PR-10 1550,0
KDL-17.36.A3 JInzoumm anua, anneprokoMmnoHeHT, k208 nGal d4 1500,0
KDL-17.37.A2 Bblunin CbIBOPOTOYHBIN anbbyMuH, anneprokoMnoHeHT, €204 nBos d6 1500,0
KDL-17.37.A1 Kowka, anneprokomnoHeHT, €94 rFel d1 4050,0
KDL-17.37.A3 Cobaka, anneprokoMmnoHeHT, €101 rCan f1 2750,0
KDL-17.37.A4 Cobaka, anneprokoMnoHeHT, €102 rCan f2 2750,0
KDL-17.38.A1 bepesa, anneprokomnoHeHT, t215 rBet v1 PR-10 1500,0
KDL-17.38.A2 bepesa, anneprokoMnoHeHT, 221 rBet v2, rBet v4 1500,0
KDL-17.39.A1 AmbBpo3ung, anneprokomnoHeHT, w230 nAmb a1 1500,0
KDL-17.39.A4 MonbiHb, anneprokoMnoHeHT, w231 nArt v1 1500,0
KDL-17.39.A2 TumodpbeeBka nyroeagd, anneprokomnoHeHT, g213 rPhl p1, rPhl p5Sb 1500,0

AnneorokomMnaHeHTbl rpMboB U NneceHu

MonbiHb, W6, Kypuua, nepbs, €85, Tononb, t14)

KDL-17.71.A1 Alternaria alternata, anneprokomnoHeHT, m229 rAlt a1 1500,0

KDL-17.39.A3 TumodpeeBka nyrosas, anneprokomnoHeHT, g214 rPhl p7, rPhl p12 1500,0

KDL-17.30 A43 dagmarton geTCKuK (c6anchv|/|pOBaHHa;| CMECb MHIransiuMOHHbIX U NULLIEBLIX annepreHoB Ans 2400,0
CKPUHUWHra atonuu ans geten oo 4 ner)

KDL-17.30 Ad4 Cbap,mvaTon (cbanaHcMpoBaHHasA CMeCb MHransAUNOHHbBIX annepreHoB Ans CKPUHWHIA atonumn ons 2400,0
geten ctaplie 4 et 1 B3pocChbIX)

KDL-17.27 A51 MaHenb annepreHoB XMBOTHbIX, ex2 (kowwka, nepxoTb (e1), cobaka, nepxoTb (€5), Mmopckas 1500,0
CBUWHKA, anutenun (e6), kpbica (€87), mbiwb (€88))

KDL-17.27 Ad4 [MaHenb annepreHoB XUBOTHbIX, anuTenun, ex1 (kowka, nepxoTb (e1), Cobaka, nepxoTb (€5), 1500,0
Jlowapp, nepxotsb (€3), KopoBa, nepxoTtb (e4))

KDL-17 27 A52 [MaHenb annepreHoB COPHbIX TpaB, Wx3 (NOJbiHb (W6), NTOAOPOXHWUK NaHLETOBMAHBLIN (W9), Mapb 1500,0
(w10), 3onotapHuk (w12), kpanvea asygomHas (w20))

KDL-17.27.A49 [NMaHenb annepreHoB XUBOTHbIX, €X73 1500,0

KDL-17.27.A45 [MaHenb annepreHoB K CMecu NblifbLbl AepeBbeB, tx9 1500,0

KDL-17.27.A46 [MaHenb annepreHoB K CMeCU NbliNbLbl 3N1aKoBbIX Tpas, gx1 1500,0

KDL-17.27.A47 MaHenb 6bITOBLIX annepreHos, hx2 1500,0

KDL-17.27.A50 [MaHenb annepreHoB nneceHn, mx1 1500,0

KDL-17.29.A48 Anneprouun, ImmunoCAP ISAC, 112 KOMNOHEHTOB 26700,0

KDL-17.29.H5 KOMMNOHEHTHasa gmnarHocTuka anneprum Ha Mosioko 1500,0

KDL-17.29.H3 Anneprokomnriekc nepep BakunmHaumemn 5400,0
Anneprokomnnekc npu actme/puHute B3pocnble (Kowka,anutenui n nepxotb, €1, Cobaka,

KDL-17.29.H8 nepxotb, €5, Knew, gomawHen neinn,d1, Tumodeeska nyroeas, g6, bepesa 6opogasyaras, t3, 4700,0




Anneprokomnnekc npu actme/puHute getun (Kowka,anutenum n nepxotb, €1, Cobaka, nepxoTsb,

KDL-17.29.H7 e5, Knew, gomawHen neinu,d1, TumocdeeBka nyrosas, go, 4700,0

bepesa 6bopogasyaras, t3, MNonbiHb, W6, Apaxuc, f13, AndHbin 6enok, f1, Monoko, 2)

Anneprokomnnekc npu ak3eme (Kowwka,anutenun n nepxotb €1, Cobaka, nepxoTb €5,
KDL-17.29.H4 Anynbin 6enok f1, Monoko 2, Mwennua f4, Cos 14, Tpecka f3, Knew, gomawHen noinu d1, Knewy, 6500,0

AgomMatuHen noinu d2)

Anneprokomnnekc npu akdeme-2 (Kowwka,anutenum n nepxotb, €1, Cobaka, nepxoTb, €5, Knewy
KDL-17.29.H6 gomatuHen nbinn,d1, Anddbin xenTtok, f75, Andynbin 6enok, f1, Monoko, f2, Mwenunua, f4, Cos, f14, 5000,0

Tpecka, 3, Kakao, f93)

7 » A » P »

KoMnnekcHbIN aHanu3 KpoBM Ha Hanuume TSKEMbIX METanoB N MMKPO3INIEMEHTOB. 23 nNokasaTens
KDL-50.0.H153 (Li, B, Na, Mg, Al, Si, K, Ca, Ti, Cr, Mn, Fe, Co, Ni, Cu, Zn, As, Se, Mo, Cd, Sb, Hg, Pb) 3700,0
KDL- 23.1.A4 XKeneso B kpoBu, cnektpomeTtpusa (Fe) 800,0
KDL- 23.1.A3 Kanbuun B kpoBwu, cnektpometpus (Ca) 800,0
KDL- 23.1.A5 Marxui B kposu, cnektpomeTpus (Mg) 800,0
KDL- 23.1.A8 Megb B kpoBwu, crniekTpomeTpus (Cu) 800,0
KDL- 23.1.A7 LInHk B KpoBu, cnektpomeTpus (Zn) 800,0
KDL- 23.1A9. Jlutun B kpoBwu, cnektpomeTpus (Li) 800,0
KDL- 23.1A1 Hatpun B kpoBu, cnektpomeTtpus (Na) 800,0
KDL- 23.1A10 bop B kpoBu, cnekTpomeTpus (B) 800,0
KDL- 23.1A1 Hatpui B kposu, cnektpomeTpusa (Na) 800,0
KDL- 23.1A11 AntomMuHuIM B KpoBu, cnektpomeTpus (Al) 800,0
KDL- 23.1A12 KpemMHun B KpoBu, cnektpomeTpus (Si) 800,0
KDL- 23.1A2 Kanuin B kpoBwu, cnektpomeTpus (K) 800,0
KDL- 23.1A2 Kanun B kpoBu, cnektpomeTtpus (K) 800,0
KDL- 23.1A13 TutaH B KpoBu, cnektpomeTpus (Ti) 800,0
KDL- 23.1A14 Xpom B KpoBu, cnektpometpust (Cr) 800,0
KDL- 23.1A15 MapraHel, B kposu, cnektpomeTpua (Mn) 800,0
KDL- 23.1A16 KobGanbT B kpoBu, cnektpomeTpus (Co) 800,0
KDL- 23.1A17 Hwukenb B kpoBwu, cnektpomeTpus (Ni) 800,0
KDL- 23.1A18 MbILWbSAK B KpOBU, cnekTpoMeTpus (As) 800,0
KDL- 23.1A19 CeneH B kpoBW, cnekTpoMmeTpus (Se) 800,0
KDL- 23.1A20 MonnbaeH B kpoBwu, cnektpomeTpusi (Mo) 800,0
KDL- 23.1A21 Kagmun B kpoBu, cnektpomeTtpusa (Cd) 800,0
KDL- 23.1A22 CypbMa B KpoBM, cnekTpomeTpus (Sb) 800,0
KDL- 23.1A23 PTyTb B KpoBM, cnektpomeTpus (Hg) 800,0
KDL- 23.1A24 CsuHeL, B KpoBu, cnektpomeTtpus (Pb) 800,0

KoMnnekcHbIN aHanu3 Moum Ha Hannyne TSXENbIX MeTarnnoB U MUKPO3NIEMEHTOB. 23 nokasatens
KDL-50.0.H154 i "B, Na, Mg, Al, Si, K, Ca, Ti, Cr, Mn, Fe, Co, Ni, Cu, Zn, As, Se, Mo, Cd, Sb, Hg, Pb) 3700,0
KDL- 23.3A9 Jlutun B moYe, cnektpometpus (Li) 800,0
KDL- 23.3.A3 Kanbuun B moye, cnektpomeTpusa (Ca) 800,0
KDL- 23.3.A5 MarHui B moye, cnektpomeTtpus (Mg) 800,0
KDL- 23.3A10 bop B Moye, cnektpomeTpus (B) 800,0
KDL- 23.3A1 Hatpuii B Mmo4ye, cnektpomeTpus (Na) 800,0
KDL- 23.3A1 Hatpun B moye, cnektpomeTpus (Na) 800,0
KDL- 23.3A11 AntoMnHUN B Moye, crnektpomeTpus (Al) 800,0
KDL- 23.3A12 KpemHuin B moye, cnektpomeTpus (Si) 800,0
KDL- 23.3A2 Kanuin B Mmoye, cnektpometpus (K) 800,0
KDL- 23.3A2 Kanuin B mode, cnektpomeTtpusa (K) 800,0
KDL- 23.3A13 TutaH B Mmoye, cnektpomeTtpus (Ti) 800,0
KD - 23.3A14 TutaH B Moye, cnektpomeTtpus (Ti) 800,0
KDL- 23.3A15 MapraHey, B Moye,cnektpomeTtpust (Mn) 800,0
KDL- 23.3A4 XKeneso B Mmoye, cnektpomeTpus (Fe) 800,0
KD - 23.3A16 KobanbT B Moye, cnektpomeTtpus (Co) 800,0
KDL- 23.3A17 Hukenb B moye, cnektpomeTpus (Ni) 800,0
KDL- 23.3A8 CyTo4Hasga akckpeuna meamn, cnektpometpud (Cu) 800,0
KDL- 23.3A7 LInHk B Mo4ye, cnektpomeTpus (Zn) 800,0
KDL- 23.3A18 MbILWbsK B MOYe, cnekTpomeTpus (As) 800,0
KDL- 23.3A19 CeneH B Mo4e, cnektpomeTpus (Se) 800,0
KDL- 23.3A20 MonnbaeH B moye, cnektpomeTpus (Mo) 800,0
KDL- 23.3A21 Kagmuin B moye, cnektpomeTtpus (Cd) 800,0
KDL- 23.3A22 CypbMma B Moye, cnektpomeTtpus (Sb) 800,0
KDL- 23.3A23 PTyTb B MO4e, cnekTpomeTpua (Hg) 800,0
KDL- 23.3A24 CsuHel B Moye, cnektpometpus (Pb) 800,0

KomMnnekcHbIM aHann3 BONOC Ha Hanuyne TSXKENbIX MEeTannoB U MUKPO3NeMEHTOB. 23 nokasaTens
KDL-50.0.H185 i '8 Na, Mg, Al, Si, K, Ca, Ti, Cr, Mn, Fe, Co, Ni, Cu, Zn, As, Se, Mo, Cd, Sb, Hg, Pb) 3700,0
KDL- 23.2A9 Jlutnn B BONocax, cnektpometpusa (Li) 800,0
KDL- 23.2A10 Bop B Bonocax, cnekrpomeTtpus (B) 800,0




BUTAMUHbI, )KUPHbIE KUCIOTbI

KDL- 23.2A1 Hatpun B Bonocax, cnektpometpua (Na) 800,0
KDL- 23.2A5 MarHui B Bonocax, cnekrpometpusa (Mg) 800,0
KDL- 23.2A11 AntoMnHuI B Bonocax, cnekrtpometpusa (Al) 800,0
KDL- 23.2A12 KpemHun B Bonocax, cnekrpometpus (Si) 800,0
KDL- 23.2A2 Kanumn B Bonocax, cnekrpometpus (K) 800,0
KDL- 23.2A3 Kanbuun B Bonocax, cnekrpometpus (Ca 800,0
KDL- 23.2A13 TutaH B Bonocax, cnekrpometpus (Ti) 800,0
KDL- 23.2A14 Xpom B Bonocax, cnekrpometpus (Cr) 800,0
KDL- 23.2A15 MapraHel, B Bonocax, cnekrpomeTtpus (Mn) 800,0
KDL- 23.2A4 XKeneso B Bonocax, cnekrpomeTtpus (Fe) 800,0
KDL- 23.2A16 KobanbT B Bonocax, cnekrpometpus (Co) 800,0
KDL- 23.2A17 Hukenb B Bonocax, cnekrpometpus (Ni) 800,0
KDL- 23.2A8 Meab B Bonocax, cnekrpometpus (Cu) 800,0
KDL- 23.2A7 LinHk B BONocax, cnekrpomeTpusa (Zn) 800,0
KDL- 23.2A18 MbILWbSAK B Bosiocax, cnekrpometpus (As) 800,0
KDL- 23.2A19 CeneH B Boniocax, cnekrpometpus (Se) 800,0
KDL- 23.2A20 Monun6aeH B Bonocax, cnekrpometpus (Mo) 800,0
KDL- 23.2A21 Kagmum B Bonocax, cnekrpometpus (Cd) 800,0
KDL- 23.2A22 CypbMa B Bonocax, cnekrpometpus (Sb) 800,0
KDL- 23.2A23 PTyTb B BOnocax, cnekrpomeTtpusa (Hg) 800,0
KDL- 23.2A24 CsuHey, B Bonocax, crnekrpomeTpus (Pb 800,0

KDL- 4.9.06.900

KDL-4.10.D1.202

(J'IVIHOJ'IeBaFI KMCIOoTa, JIMHONMEHOBAA KMC10TA, apaxngoHoBad KVICJ'IOTa)

KomnrnekcHas oueHka okengaTusHoro crpecca (koaHanum Q10, Butamu E (Tokodepor), BUTamuH
C (ackopbuHoBas kucnota), 6eTa-kapOTWH, rNyTaTUOH, ManoHOBLIN Ananbaerna, 8-OH-

KomMnnekcHbI aHann3 KpoBmn Ha aMMHOKMUCIIOThI (12 nokasaTenen: AnaHuH, AprmHuH,
AcnaparuHoBas kucnota, LUutpynnuH, nytammHoBas kucnota, [muunH, MeTMoHuH, OpHUTUH,
deHnnananuH, Tupos3uH, BanuH, llenunH/U3onenymH

]

NEKAPCTBEHHbIN MOHUTOPUHI

KDL- 4.9.A1.201 ButamuH A (petuHon) 2300,0
KDL- 4.9.A2.202 Butamun B1 (TnamnH) 2300,0
KDL- 4.9.A3.202 ButamnH B5 (mnaHTOTEHOBAaZdA Kucnora) 2300,0
KDL- 4.9.A4.202 ButamuH B6 (nvpuaokcnH) 2300,0
KDL- 4.9.A5.201 Butamun B9 (ponnesas kncnota) 600,0
KDL- 4.9.A6.201 ButamnH B12 (unankobanammH) 600,0
KDL- 4.9.A7.204 Butamun C (ackopbuHoBas kucnora) 2300,0
KDL- 4.9.A8.201 25-OH ButamuH D, cymmapHbiv (Kanbumdepon) 2300,0
KDL- 4.9.A9.201 ButamuH E (Tokodepon) 2300,0
KDL- 4.9.A10.201 ButamuH K (prnnoxmHoHr) 2300,0
KDL- 4.9.H1.201 XKupopacteopumble ButamuHsbl (A, D, E, K) 6900,0
KDL- 4.9.H2.900 Bogopacteopumsblie ButamuHbl (B1, BS, B6, B9, B12, C) 6900,0
KDL- 4.9.H3.900 KomnnekcHbIn aHanua kposu Ha ButamuHbl (A, D, E, K, C, B1, B5, B6, B9, B12) 12400,0
KDL- 4.9.D1.900 HeHachblLWweHHble XpHble KACIOTbl cemencTBa Omera-3 (arko3aneHTaeHoBas KUCIoTa, 4600,0
JokosarekcaeHoBasi kucnora, Buramud E (Tokodepon))
KDL- 4.9 A8.202 OnpepeneHne Omera-3 nHaekca (oueHka pucka BHe3an|:|0|71 cepaedHon cMepTu, HdapkTa 4600,0
MUOKapAa v Apyrmx cepaevHo-CocyancTbix 3abonesaHunn)
KDL- 4.9.D2.202 KoMnnekcHbIN aHanu3 KpoBM Ha HEHACILLEHHbIE XXUPHbIE KUCNOTbl cemencTea Omera-6 4600,0

KOMMNJNEKCHASA OLLEHKA OKCUOATUBHOIO CTPECCA

15300,0

Ae30KCUryaHo3nH
KOMMNEKCHbIW AHANTN3 KPOBU HA AMUHOKUCINOThbI

6500,0

KDL-18.2.A2.201 deHobapbuTarn, KonnM4ecTBEHHO 3100,0
KDL-18.2.A3.201 duHnencuH (kapbamasenuH, TerpeTos), KONMYeCcTBEHHO 3100,0
KDL-18.2.A4.201 JTamoTpraXuHbl (NaMmukTan), KONM4yeCcTBEHHO 3100,0
KDL-18.2.A6.201 Banbnpoesas kucnota (M ee Npon3BoAHbIE), KONIUYECTBEHHO 3100,0

KDL-18.2.A13.201

JleBeTnpauetam, KONM4eCTBEHHO

AHanma Ha ncuxoakTuBHble (6apbuTtypathbl, 6eH30anas3enuHbl) N HAPKOTUYECKNE (KOKaWH,

3500,0

XUMUKO-TOKCUKOJTOM'MYECKUE UCCITIEAOBAHUA

KDL-18.1.D1.401 1800,0
amdeTaMuHbl, KaHHabnonabl, onuaThbl) BELWECTBA C onpegeneHmem rpynmnbl (Mo4a)

KDL-18.1.D2.106 AHanma Ha ncuxoakTuBHbIe (6apbuTtypathl, 6eH30ana3enuHbl) N HAPKOTUYECKNE (KOKaWH, 10300,0
amdeTaMuHbl, KaHHabnonabl, onuaTbl) BELWECTBA C onpegeneHmnem rpynnbl (Bosiochl)

KDL-18.1.D2.105 AHanua Ha ncnxoakTBHble( bapbuTtypaThl ,6eH30anas3enmHbl ) U HAPKOTUYECKME ( kOKauH , 10300,0
ameTamuH ,kaHHabuoungbl ,0NMOUTHLI ) BeLlecTBa C onpeansieHmem rpynnosl ( HOrTn )
AHanu3 Ha ncnxoakTuBHble (6apbuTtypaTsbl, 6eH30anasenmHbl), HapKoTU4eckme (KOKauH,

KDL-18.1.D3.401 ameTamMumHbl, KaHHabnonabl, onnaThbl) BELWECTBA, HAKOTUH N ero MeTabonuTbl ¢ onpeaeneHmem 3500,0
KOHKPETHOro BeLlecTBa (Mo4va)

KDL-18.1.A8.401 Ankoronb B Mo4ve 2400,0

NCCNEOOBAHUE TEEHETUYECKUX NOJIMMOP®U3MOB METOAOM MUP

KDL-20.0.A1 BCR-ABL p210 t(9;22) kon. (6e3 onpegeneHns TpaHcKkpunTa) 4250,0
KDL-20.0.D1 BCR-ABLp210 1(9;22), kau. (b2a2/b3a2), (BknoyaeT onpegeneHne TpaHckpunTa) 3200,0
KDL-22.1.A17.202 |>KeHckoe 340p0OBbe reHeTU4ECKNN CKPUHUHT (33 nonimmopduama)* 14900,0
KDL-22.1.A18.202 |Myxckoe 340p0OBbe reHETUYECKNIN CKPUHUHT (25 nonmmopduramoB)” 12100,0




KDL-22.1.D19

3akntodeHne Bpada - nabopaTopHOro reHeTuKa no nccrnegoBaTenbCckomy oTyeTy: Boibepu cnopT.
CKopOCTb, cuna, BbIHOCIMBOCTb (reHeTn4eckasi NpeapacronoXeHHOCTb K 3aHATUSAM pasfnnyHbIMK
Bugamu cnopta)ACE: 1>D (rs4646994)

ACTNS3: C>T (rs1815739)

AMPD1: C>T (rs17602729)

CNTF: G>A (rs1800169)

IL15RA: T>G (rs2296135)

L3MBTL4: G>T (rs341173)

PPARA: G>C (rs4253778)

PPARGC1A: G>A (rs8192678)

UCP2: C>T (rs660339)

PPARG: C>G (rs1801282)

MTHFR: C>T (rs1801133)

VDR: G>A (rs1544410)

HIF1A: C>T (rs11549465)

ADRB2: C>G (rs1042714)

ADRB2: A>G (rs1042713)

NOS3: C>T (rs2070744)

6500,0

KDL-22.1.D21

3akntodeHme Bpada - nabopaTopHOro reHeTuka No uccrnegoBaTensCckoMy oTyeTy: [eHeTnyeckas
npegpacnonoXxeHHocTb K ankoronunamy (ALDH2, ADH2, ORPM1, ANKK1, DAT - 5 To4ek)

6500,0

KDL-22.1.D20

3akntoyeHne Bpayda - nabopaTopHOro reHeTuKa No uccrnegoBaTensCckoMy oTyeTy: eHeTnyeckas
npegpacnonoxeHHocTb kK 6onesHn Ansurerimepa (APOE E2/E3/E4)

2300,0

KDL-22.1.D16

3akntodeHmne Bpada - nabopaTopHOro reHeTuKka No uccriegosaTenbckomy otyeTy: OnpegeneHune
pacnpocTpaHeHHbix myTaummn B reHe CFTR (mykoBucumaos ) CFTR: Phe508Del
CFTR: Gly542Ter

CFTR: Gly551Asp

CFTR: Trp1282Ter

CFTR: Asn1303Lys

CFTR: 394delTT

CFTR: Arg334Trp

CFTR: 3821delT

CFTR: 2143delT

CFTR: Arg117His

CFTR: 1677delTA

CFTR: Arg553null

CFTR: 3849+10kbC>T

5600,0

KDL-22.2.D2

OcTteoCKpUH.

"eHeTU4eckune dakTopbl NpegpacnosioXeHHoCcTH kK octeonopodyCOL1A1: IVS1 2046G>T
(rs180012)

ESR1: T>C (Pvull), (rs2234693)

ESR1: A>G (Xbal), (rs9340799)

LCT: -13910C>T (rs4988235)

LRP5: A1330V C>T (rs3736228)

VDR: G>A (Bsml), (rs1544410"

3900,0

KDL-22.1.D18

3akntoyeHne Bpaya - nabopaTtopHOro reHeT1Ka no nccnegoBaTenbCKoMy OTHETY: VigeanbHbil BeC.
AneTta n puTtHec (reHeTnyeckne akTopbl MHAMBUAYArNbHbIX 0COBEHHOCTEN 0OMeHa BELLECTB)
PPARG2: C>G (rs1801282)

ADRB2: C>G (rs1042714)

ADRB2: A>G (rs1042713)

ADRB3: T>C (rs4994)

FABP2: G>A (rs1799883)

4600,0

KDL-22.2.D1.202

"eHeTnyeckn obycnosneHHas YyBCcTBUTENbHOCTL K BapdapuHy (VKORC1, CYP2C9, CYP4F2 - 4
TOYKW)

2540,0

KDL-22.1.D3.202

"eHeTU4eCKUn puUck HapyLueHnn cuctembl ceepTtbiBaHus (F2, F5, F7, FGB, F13A1, SERPINE1,
ITGA2, ITGB3 - 8 To4ek)*

4600,0

KDL-22.1.D4.202

"eHeTn4eckune gedektol pepmeHToB ponartHoro umkna (MTHFR, MTR, MTRR - 4 Toykn)*

3100,0

KDL-22.1.D5.202

"eHeTU4YEeCKNIN PUCK OCITOXKHEHUIN BEPEMEHHOCTM K NaToNorMmM nNnoaa
(F2, F5, F7, FGB, F13A1, SERPINE1, ITGA2, ITGB3, MTHFR, MTR, MTRR - 12 To4ek)*

7600,0

KDL-22.1.D2.202

"eHeTU4eckne pakTopbl pa3BUTUA CUHAPOMA MONMMKNCTO3HbIX AnYHUKOB (INS, PPAR-y, CYP11a,
AR1 - 4 nokasatensa )

5000,0

KDL-22.1.D13.202

"eHeTU4YeCKUIN pUCK pasBUTUS paka MOSTIOMHOW xenesbl 1 paka andHmkos (BRCA1, BRCA2 - 8
nokasartenem)

6900,0

KDL-22.1.A1.202

[eHeTMYeCcKnin TECT Ha NAKTO3HYO HenepeHocumocTb: MCMG6: -13910 T>C *

1700,0

KDL-22.1.A16.202

HnarHocTtuka cuHgpoma Xunsbbepa (Mytauusa reHa UGT1)*

3300,0

KDL-22.1.D15.202

"eHeTu4eckasn npegpacnonoxeHHocTb K runeptoHun (AGT, ADD1, AGTR1,AGTR2, CYP11B2,
GNB3, NOS3 -9 To4ekK)

2600,0

KDL-50.0.H115.202

FemoxpomaTo3s, onpeneneHue MytTauum
(HFE: 187C>G (rs1799945)
HFE: 845G>A (rs1800562)

2900,0

KDL-50.0.H116.202

OnpepeneHne SNP B reHe IL 28B yenoBeka
IL28B: C>T (rs12979860)
IL28B: T>G (rs8099917)

2700,0

KDL-50.0.H112.202

MakeT «OK!»
F2: 20210G>A (rs1799963)
F5: 1691G>A (rs6025)

1500,0




KDL-50.0.H113.202

Maket «OHKOPUckn»

BRCA1: 185delAG (rs80357713)
BRCA1: 4153delA (rs80357711)
BRCA1: 5382insC (rs80357906)
BRCA1: 3819del5 (rs80357609)
BRCA1: 3875del4 (rs80357868)
BRCA1: 300T>G (rs28897672)
BRCA1: 2080delA (rs80357522)
BRCAZ2: 6174delT (rs80359550)
MTHFR: 677C>T (rs1801133)
MTHFR: 1298A>C (rs1801131)
MTR: 2756A>G (rs1805087)
MTRR: 66A>G (rs1801394)

5800,0

KDL-50.0.H114.202

MakeT «PUCKM BO3HUKHOBEHUS cepaevyHO-COCyAUCTbIX 3aboneBaHun»*
F2: 20210G>A (rs1799963)

F5: 1691G>A (rs6025)

F7: 10976G>A (rs6046)

F13A1: 103G>T (rs5985)

FGB: -455G>A (rs1800790)
ITGA2: 807C>T (rs1126643)
ITGB3: 1565T>C (rs5918)
PAI-1: -675 5G>4G (rs1799889)
MTHFR: 677C>T (rs1801133)
MTHFR: 1298A>C (rs1801131)
MTR: 2756A>G (rs1805087)
MTRR: 66A>G (rs1801394)
NOS3: -786T>C (rs2070744)
NOS3: 894G>T (rs1799983)
ADD1: 1378G>T (rs4961)
AGTR1: 1166A>C (rs5186)
AGTR2: 1675G>A (rs1403543)
CYP11B2: -344C>T (rs1799998)
GNB3: 825C>T (rs5443)

AGT: 803T>C (rs699)

AGT: 521C>T (rs4762)

6700,0

KDL-22.4.D1.202

BbiasneHue mukpogeneuunn B pakrope asoocnepmumn AZF (nokycel A, B, C)
UCCNEOQOBAHUE TEEHETUYECKUX MOJIMMOP®U3MOB METOOM

NMAPOCEKBEHUPOBAHUA

Bo3moxHo yBeNnn4yeHmne CpoKoB BbIMOJTHEHUA nccnegoBaHum npwn NOCTyrnJIieHMN MmaTepurana B
na6opaTopmo B NATHNLY W BbIXOAHbIE OHW

5500,0

*-BblJaeTCs reHeTn4yeckas kKa pTa

KDL-22.1.D09.202

JNIunoCkpwmH. FeHeTMYeckue hakToOpbl pUCKa HapPYLUEeHU NUNUAHOro obMeHa*
APOE: 388T>C (rs429358)

APOE: 526C>T (rs7412)

APOB: 10580G>A (rs5742904)

APOB: G>A (rs754523)

PCSK9: T>C (rs11206510)

8500,0

KDL-22.1.D6.202

AannoCkpuH. NeHeTMYeCcKUe haKkTopbl pUCKa pa3BUTUA OXUPEHUA™
FTO: T>A (rs9939609)

PPARD: -87T>C (rs6902123)

PPARGC1A: 1444G>A (rs8192678)

PPARGC1B: 607G>C (rs7732671)

7550,0

KDL-22.1.D11.202

®apmaCkpuH. NeHeTnuYeckme pakTopbl B3aMMOAeMCTBUS C NIeKapCTBEHHbIMUM NpenapartamMu.
®daza 1.*

CYP1A1*2C: 1384A>G (rs1048943)

CYP1A1*4: 1382C>A (rs1799814)

CYP1A1*2A: 6235T>C (rs4646903)

CYP1A2*1F: -154C>A (rs762551)

CYP3A4*1B: -392 A>G

CYP2C9*2: 430C>T (rs1799853)

CYP2C9*3: 1075A>C (rs1057910)

10000,0

KDL-22.1.D10.202

MuoCkpuH. NeHeTnuyeckune haktopbl opMnpoBaHUA MbILLEYHON MacCbl™
ACTN3: 1729C>T (rs1815739)

MSTN: 458A>G (rs1805086)

AGT: 803T>C (rs699)

HIF1A: 1744C>T (rs11549465)

8000,0

KDL-22.1.D12.202

OHeproCkKpuH. N'eHeTUYecKkue hpakTopbl pUCKa HapyLUEHUN IHEPreTUYecKoro oomeHa*
PPARA: 2498G>C (rs4253778)

PPARD: -87C>T (rs2016520)

PPARG: 34C>G (rs1801282)

PPARGC1A: 1444G>A (rs8192678)

PPARGC1B: 607G>C (rs7732671)

AMPD1: 133C>T (rs17602729)

10000,0




KDL-22.1.D8.202

OnabeT-2CKpuH. Nl'eHeTU4YecKkune hpakTopbl pucka BO3HUKHOBEHUA caxapHoro anabeTa ll
™Mna*

KCNJ11: 67A>G (rs5219)

PPARG: 34C>G (rs1801282)

TCF7L2: IVS3 C>T (rs7903146)

TCF7L2: IVS4 G>T (rs12255372)

8000,0

HLA-TUMMUPOBAHUE

AHTUreHbl cuctembl ructocoemectumocTtn HLA |l knacc, reHotunmuposanume (nokycel DRB1, DQA1,

KDL-22.3.H1.202 DQB1) 6000,0
KDL-22.3.A1.202 AHTUreHbl cuctemol ructocoemectumocty HLA Il knacc: nokyc DRB1 2000,0
KDL-22.3.A2.202 AHTUreHbl cuctembl rmctocoemectumocTn HLA |l knacc: nokyc DQA1 2000,0
KDL-22.3.A3.202 AHTUreHbl cuctembl rmctocoemectumocTtn HLA |l knacc: nokyc DQB1 2000,0
KDL-22.3.D4.202 Tunuposanme HLA DQ2/DQ8 npwu uennakmm 4100,0
KDL-22.3.A4.202 AHTUreH cnctembl ructocoemectmmocTtn HLA B27 2500,0
KDL-22.3.D3.202 Eﬁgncllj;e»m «l"eHOTUNUpPOBaHME Cynpy>XeCcKon napbl N0 aHTUreHam ructocosmectumocty HLA I 16000,0
LUUMTONrEHETUYECKUE UCCIIEOOBAHUA
KDL-22.6.A1.204 MccnepgosaHue kapuoTtuna (KapuoTunmposaHume) 8200,0
KDL-22.6.A3.204 KapnoTun ¢ abeppaunamm 8200,0
KDL-22.6.A2.204 LinToreHetnyeckoe nccnegoBaHue KreTok KOCTHoro mosra (Metogom FISH) 10500,0
KDL-22.6.A5 MonekynsipHoe KapnoTunuposaHue matepuarna aboptyca (XpOMOCOMHbIN MUKPOMATPUYHBIN 20000,0
aHanus, OntTuma)
YCTAHOBIJIEHUE POLOCTBA
KDL-22.7.A1.119 YcTaHoBneHue oTuoBcTBa - AyaT (20 mapkepoB), (npegnonaraembin otel, pebeHok) 15000,0
KDL-22.7 A2.119 YcTaHoBneHue oTuoBcTBa - TpMo (20 mapkepoB), (NMpegnonaraembin otel, pebeHok, 16000,0
Buonorn4yeckaa Matb)
KDL-22.7.A3.119 YcTaHoBneHne maTtepuHcTBa - ayaT (20 mapkepos), (npegnonaraemas maTb, pebeHoK) 14500,0
KDL-22.7 A4.119 yCTaHOBJ'IeHI/IevMaTepI/IHCTBa - Tpmo (20 mapkepoB), (npeanonaraemasa maTb, pebeHok, 16000,0
Buonormyecknin ote)
KDL-22.7.A5.119 Henywka(babyika)-BHyK(BHYYKa) - AyaT (24 mapkepa) 14500,0
YctaHosneHue poactea - « YHUBEPCAJTbHBIN TECT» - ayaT (onpeaensietcst pOACTBO MexXay
KDL-22.7.A6.119 aenywkon/6abyLwkom - BHyKOM/BHYYKON, Agsaen/TeTen - nneMsiHHUKOM/NNEMSAHHULEN, 15500,0
poAHbIMK/CBOAHBIMKU BpaTbamMmu/cecTpamm)®
KDL-22.7.A7.119 JononHutensHbI y4acTHUK Ne 1 4500,0
KDL-22.7.A8.119 [ononHutenbHbI y4acTHUK Ne 2 4500,0
KDL-22.7.A9.119 [ononHutenbHbi y4acTHUK Ne 3 4500,0
U U A1 OJIO 7
KDL-1.1.A1.202 PML-RARA Ttun ber 1-2 — t(15;17), kadyecT. 4000,0
KDL-1.1.A2.202 PML-RARA Ttun ber 1-2 — (15;17), konuu. 5000,0
KDL-1.1.A3.202 PML-RARA Ttun ber 3 — t(15;17), kayecrT. 4000,0
KDL-1.1.A11.202 BCR-ABL p190 —1(9;22), kayecT. 4000,0
KDL-1.1.A12.202 BCR-ABL p190 — 1(9;22), konnu. 5000,0
KDL-1.1.A14.202 AML1-ETO — {(8;21), konuu. 5000,0
KDL-1.1.A34.202 Onpepenexve mytaumm V617F B 14 ak3oHe reHa Jak-2 KnMHasbl, KayecT. 4000,0
KDL-1.1.A35.202 Onpepenexne mytaumm V617F B 14 ak30He reHa Jak-2 KnHasbl, Konuu. 5000,0

MUKPOBUOJNTOITMYECKUE UCCIIEQOBAHUA

ABTOMAaTUYECKUM NOCEB U NOEHTUUKALNS MUKPOOPraHM3MOB C NOMOLLbIO BPEMSINPONETHON

YYBCTBMTENbHOCTM K OCHOBHOMY CMEKTPY aHTMBMOTUKOB 1 GakTepuodharam, B T.4. kKaHAMAA

KDL-14.10.A1.900 |MACC-cnektpomeTpum (MALDI-TOF) c pawmpeHHOM aHTMOMOTUKOrPaMMOM, BbIMOSTHEHHOM Ha 2800,0
aBTomatmndeckoun cuctreme VITEK
ABTOMaTUYECKNIN NOCEB N MAEHTUMKALMUSA MUKPOOPraHM3MOB C MOMOLLLIO BPEMSANPONETHON

KDL-14.10.A2.900 |MACC-cnektpomeTtpun (MALDI-TOF) ¢ pawmpeHHOn aHTMOMOTUKOrPaMMOM, BbINOSTHEHHOM Ha 6500,0
aBTomatmndeckon cucteme VITEK, B otaensemom JIOP-opraHoB geten

KDL-14.11.A1.900 [MoceB Ha MUKpPOIOPY OTAENSEMOrO YPOreHMTanbHOro TpakTa XXeHLUHbI C onpeaeneHnem 800,0
YYBCTBUTETbHOCTU K OCHOBHOMY CNEKTPY aHTUOMOTUKOB, B T.4. KaHAWAA

KDL-14.11.A2.900 [MoceB Ha MUKPOIIOPY OTAENSEMOrO YPOreHMTanbHOro TPakTa XXeHLUHbI C onpeaeneHnem 950,0
YYBCTBUTESTbHOCTU K PaCLUMPEHHOMY CNEKTPY aHTMOMOTUKOB, B T.4. KaHANAA

KDL-14.11.A3.900 [MoceB Ha MUKpPOIIOPY OTAENSEMOrO YPOreHMTanbHOro TPakTa XXeHLUHbI C onpeaeneHnem 1000,0
YYBCTBUTESTbHOCTU K OCHOBHOMY CNEKTPY aHTMOMOTMKOB 1 BakTepuodaram, B T.4. kKaHAMAA

KDL-14.11.A4.900 [MoceB Ha MUKpPOIOPY OTAENSEMOr0 YPOreHMTanbHOro TPakTa XXeHLUHbI C onpeaeneHnem 1100,0
YYBCTBUTEITbHOCTU K PaCLUMPEHHOMY CNEKTPY aHTMOMOTUKOB 1 BakTepuodaram, B T.4. KaHAMAA

KDL-14.1.A5.900 WccnepgosaHue Ha BruoueHo3 Bnaranvila (anarHoctuka bakrepuarnbHOro BarmHo3sa) 1000,0

KDL-14.2.A1.900 lMoceB Ha MUKpPOIOPY OTAENSEMOr0 YPOreHMTanbHOro TpakTa My>XXYnHbl C onpeaeneHnem 900,0
YYBCTBUTEITbHOCTU K OCHOBHOMY CNEKTPY aHTUBMOTUKOB, B T.4. KaHAWAA

KDL-14.2.A2.900 lMoceB Ha MUKpPOIOPY OTAENSEMOrO YPOreHMTanbHOro TpakTa My>XXYuHbl C onpeaeneHnem 950,0
YYBCTBUTEITbHOCTU K PACLUMPEHHOMY CNEKTPY aHTUOMOTUKOB, B T.4. KaHAMAA

KDL-14.2.A3.900 lMoceB Ha MMKpPOIIOPY OTAENSEMOro YPOreHUTanbHOro Tpakta My>XXYnHbl C onpeaeneHnem 1000,0




MoceB Ha MMKPOGIOPY OTAENSEMOrO YPOreHUTanbHOro TpakTa My)XYMHbI C onpeaeneHnem

KDL-14.2.A4.900 1100,0
YYBCTBUTEbHOCTU K PaCLUMPEHHOMY CNEKTPY aHTMOMOTUKOB 1 BakTepuodaram, B T.4. kKaHAMAA

KDL-14.1.D33.900 lMoces Ha mukonnasmy 1 ypeannasmy (Mycoplasma hominis, Ureaplasma species) ¢ 1500,0
onpegeneHmemM YyBCTBUTENBHOCTU K aHTUBUOTUKAM
rPy4HOE MOJSIOKO M3 N1eBOM MOSIOYHOW Xeresbl, FpyaHOe MOJSIOKO U3 NpaBoO MOSTIOYHOM Xenesbl,
CyCTaBHasi >XMAKOCTb, NNeBpasnbHas XUAKOCTb, XNOKOCTb M3 OPOLLHON NONOCTK, MOKPOTA,
TpaHccyaaT, 9KceyaaT, Ma3ok paHeBOW NOBEPXHOCTH, ApYroe (ykasaTb)

KDL-14.3.A1.900 lMoceB Ha MMKpoIopy OTAENSIEMOro APYrnx OpraHoB U TKaHEW C onpeaeneHnem 900,0
YYBCTBUTESTbHOCTU K OCHOBHOMY CNEKTPY aHTUOMOTUKOB, B T.4. KaHAWAA

KDL-14.3.A2.900 lMoceB Ha MUKpOIOpY OTAENSEMOro ApYrnx OpraHoB U TKaHew ¢ onpeaeneHnem 1000,0
YYBCTBUTESTbHOCTU K PaCLUMPEHHOMY CNEKTPY aHTUOMOTUKOB, B T.4. KaHANAA

KDL-14.3.A3.900 MoceB Ha MUKpOIOpY OTAENSEMOro ApYrnx OpraHoB U TKaHew ¢ onpeaeneHnem 1050,0
YYBCTBUTESTbHOCTU K OCHOBHOMY CNEKTPY aHTMOMOTMKOB 1 BakTepuodaram, B T.4. kKaHAMAA

KDL-14.3.A4.900 lMoceB Ha MUKpOIOpY OTAENSEMOro ApYrnx OpraHoB U TKaHeW C onpeaeneHnem 1100,0
YYBCTBUTENbHOCTU K pacLUMPEHHOMY CNEKTPY aHTMOMOTUKOB 1 BakTepuodaram, B T.4. kKaHAMAA

KDL-14.4.A1.900 lMoces Ha Mukpodnopy otaensemoro JIOP-opraHoB ¢ onpefeneHnemM YyBCTBUTENBHOCTU K 800,0
OCHOBHOMY CMNEKTPY aHTMONOTUKOB, B T.4. KaHAMAA

KDL-14.4.A2.900 Moces Ha mukpodnopy otaensiemoro JIOP-opraHoB ¢ onpegeneHnemM YyBCTBUTENBHOCTU K 1000,0
paclMpPEHHOMY CNEKTPY aHTMOMOTUKOB, B T.4. KaHANAA

KDL-14.4.A3.900 Moces Ha mukpodnopy otaensiemoro JIOP-opraHoB ¢ onpefeneHnemMm YyBCTBUTENBHOCTU K 1050,0
OCHOBHOMY CMNEKTPY aHTUONOTUKOB U BakTepuodharam, B T.4. KaHanAa

KDL-14.4.A4.900 lMoces Ha mukpodnopy otaensiemoro JIOP-opraHoB ¢ onpeneneHnemMm YyBCTBUTENBHOCTU K 1100,0
pacLMPEHHOMY CNEKTPY aHTMOMOTMKOB 1 BakTepuodaram, B T.4. KaHAMAA

KDL-14.8.A2.900 lMoces Ha gudTepuinHyto nanoyky (Corynebacterium diphtheriae, BL) 900,0
Ma30K 13 3eBa, Ma30oK U3 HOCa, Ma3oK U3 YPOreHNTanbHOro Tpakrta, Mova, MOKpoTa, apyroe
(ykasaTb)

KDL-14.1.A8.900 Moces Ha remochmnbHyto nanoyky (Haemophylus influenzae) ¢ onpeaeneHnem 4yBCTBUTENBHOCTU 900,0
K aHTMOMOTMKaM

KDL-14.5.A1.900 MoceB Ha MMKpPOIIOPY OTAENSIEMOrO KOHBIOHKTMBbLI C ONpeaeneHnemM YyBCTBUTENbHOCTM K 900,0
OCHOBHOMY CMEKTPY aHTMOBUOTUKOB, B T.4. KaHAMAA

KDL-14.5.A2.900 lMoceB Ha MMKPOIIOPY OTAENSIEMOrO KOHBIOHKTMBbLI C ONpeaeneHnemM YyBCTBUTENbHOCTM K 1000,0
paclMpPEHHOMY CNEKTPY aHTMOMOTUKOB, B T.4. KaHAMAA

KDL-14.5.A3.900 [MoceB Ha MUKpPOIIOPY OTAENSEMOro KOHBIOHKTMBbLI C onpeaeneHnemM YyBCTBUTENbHOCTU K 1050,0
OCHOBHOMY CNEKTPY aHTUOBUOTUKOB U BakTepuodharam, B T.4. KaHanAa

KDL-14.5.A4.900 [MoceB Ha MUKPOIIOPY OTAENSEMOrO KOHBIOHKTMBbLI C onpedenieHneM YyBCTBUTENbHOCTU K 1100,0
paclMPEHHOMY CNEKTPY aHTMOMOTMKOB 1 BakTepuodaram, B T.4. KaHAMAA

KDL-14.7.A1.900 [ToceB KpOBW Ha CTEPUIBHOCTL C onpeaerieHneM YyBCTUBUTENBbHOCTU K aHTUBNOTHKaM 1500,0

KDL-14.8.A1.900 [MoceB Ha NMOreHHbIN CTPENTOKOKK (Streptococcus pyogenes) ¢ onpefeneHnem YyBCTBUTENBHOCTHU 700,0
K aHTMOMOTMKaM

KDL-14.12.A5.900 MoceB Ha 30n0TUCTLIN CTadUNOKOKK (Staphylococcus aureus) ¢ onpegeneHnem 900,0
YYBCTBUTEIIbHOCTU K aHTUBNOTHKaAM
Ma30K M3 LiepBUKanNbHOro kaHasna, Ma3ok C LeKM MaTku, Ma3ok 13 Braranuiia, Masok U3 ypeTpbl,
MOKpOTa, Ma3oK paHeBOW MOBEPXHOCTM, Ma3oK U3 HOCa, Ma3oK 13 3eBa, Kan, Mo4a, apyroe
(ykasaTb)

KDL-14.1.A6.900 Moces Ha rpubbl poga kaHauaa (Candida) ¢ ngeHTuukauuen n onpegeneHmem 900,0
YYBCTBUTEITbHOCTU K aHTUMWKOTUYECKUM Npenaparam

KDL-50.0.H145 MoceB Ha rpubbl (BO3GYAUTENN MUKO3OB) 2100,0

KDL-14.12.A3.900 lMoceB Ha BO3byauTenen KNWeYHom NHeKLMm (CanbMOHenNbl, LWWArennbl) ¢ onpegeneHnem 800,0
YYBCTBUTEITbHOCTU K aHTUBUOTHKaAM

KDL-14.12.A6.900 [lMoceB Ha nepcuHumM C onpegeneHnem YyBCTBUTENbHOCTN K aHTMOMOTUKaM 800,0

KDL-14.12.A2.900 |Oucbaktepunos c onpegeneHnem 4yBCTBUTENbHOCTU K 6akTepmnodaram 1600,0

KDL-14.12.A1.900 |Oucbaktepunos c onpegeneHmemM YyBCTBUTENbHOCTU K aHTUBMOTNKaM 1 6akrepunodaram 1650,0

KDL-14.6.A1.900 [MoceB MOUM Ha MUKPOMNopy C onpeaeneHneM YyBCTBUTENBHOCTU K OCHOBHOMY CMEKTPY 900,0
aHTMOMOTUKOB, B T.4. KaHAMAA

KDL-14.6.A2.900 [MoceB MouM Ha MUKPOhNopy C onpeaeneHmeM YyBCTBUTENbHOCTM K PaCLUMPEHHOMY CNEKTPY 1000,0
aHTUBWOTUKOB, B T.4. KaHAMAA

KDL-14.6.A3.900 lMoceB MO4M Ha MUKPOMNopy C onpegeneHmemM YyBCTBUTENIbHOCTM K OCHOBHOMY CMEKTPY 1050,0
aHTMBMOTUKOB 1 BakTepnodaram, B T.4. KaHanAa

KDL-14.6.A4.900 MoceB MouKn Ha MUKPONopy ¢ onpeaeneHmemM YyBCTBUTENbHOCTM K PaCLUMPEHHOMY CNEKTPY 1100,0
aHTMOMOTMKOB N bakTepmnodaram, B T.4. KaHaAnAa
Ub [ 1OBA 7

KDL-6.1.D1.401 OBbwmn aHann3 Moyn 300,0




KDL-6.1.D2.401 AHann3 mo4n no HeunnopeHko 280,0
KDL-6.1.A1.401 AHanns mo4v no 3MMHULKOMY 340,0
KDL-6.1.D4 2-x cTakaHHasa npoba Moun 430,0
KDL-6.1.D5 3-X cTakaHHada npoda Mmo4un 440,0
KDL-6.2.D01.101 O6wmn aHanua kana (konporpamma) 300,0
KDL-6.2.A12.101 MccnepoBaHue kana Ha npocTenwme u anuda renbMmHToB metogom oboraileHns (PARASEP) 500,0
KDL-6.2.A4.303 WcecnepoBaHme cockoba Ha aHTepobunos 270,0
KDL-6.2.D3.101 MccnenoBaHue kana Ha NpoCcTenLumnx, anua refisMMHTOB 380,0
KDL-6.2.A5.101 VccnenoBaHume Kana Ha CKpbITYHO KPOBb 400,0
KDL-6.2.A6.101 CopepxaHue yrneBooB B Karne (B T.4. NnakTo3a) 800,0
KDL-6.2.A7.101 lMaHkpeaTnyeckas anacrtasa 1 B kane 1300,0
KDL-6.2.A13.101 KanbnpoTekTuH (B Kane) 3000,0
KDL-27.1.A1.101 WccneposaHue aHtureHa nambnui (Giardia intestinalis) B kane 970,0
KDL-27.1.A2.101 MccnepoBaHue aHTureHa xenukobakrepa (Helicobacter pylori) B kane 1300,0
KDL-27.1.A3.101 WccneposaHue kana Ha TokcuHbl knoctpuamn (Clostridium Difficile) A n B 2000,0
KDL-27.1.A4.101 PoTtaBupyc (o6HapyxeHue aHTureHa B kane), UXT'A 700,0
KDL-6.3.D01.503 Mukpockonuyeckoe nccrieqoBaHne oTaensaemMoro ypeTpsbl 300,0
KDL-6.3.D15.515 Mwukpockonuyeckoe nccrnegoBaHne Mmaska-oTrneyaTka rosioBkM NOSIOBOro YneHa 300,0
KDL-6.3.D2.502 Mukpockonuyeckoe nccrnegoBaHue oTaendaemMoro LepBukanbHOro KkaHana 300,0
KDL-6.3.D3.501 Mukpockonuyeckoe uccrnegoBaHue oTaendemMoro sraranuia 300,0
KDL-50.0 H59 Mukpockonuyeckoe uccrefoBaHne oTaensaeMoro yporeHMTanbHoOro Tpakra(LepBmKanbHbli KaHan 350,0
+ Bnaranuue)
KDL-50 0.H51.510 Mukpockonuyeckoe uccrieoBaHne oTaensaeMoro yporeHMTanbHoOro TpakTta (LepBukanbHbIN 350,0
KaHan+enaranuue+ypeTpa)
KDL-6.3.D012.514 Mwukpockonuyeckoe nccrnegoBaHne oTaendaemMoro NPSMoun KULLIKA 350,0
KDL-6.3.D5.105 ZI(V;l;p:ﬁ/ICHK;)nmquKoe nccnegoBaHve HOrTeBbIX MAACTUHOK Ha HanmMyne naTtoreHHbIX rpubos, 300,0
KDL-6.3.D06.312 Mukpockonudeckoe nccrnegoBaHne cocKobOB KOXM Ha Hanuume NaTtoreHHbIX rpuboB, CKPUHNHT 300,0
KDL-6.3.D7.106 Mukpockonuyeckoe nccrnegoBaHue BosiOC Ha Hanmyme naTtoreHHbIX rpUboB, CKPUHMHT 300,0
KDL-6.3.A6.107 Mukpockonuyeckoe nccnegosanue Ha Jlemogekc (Demodex) 300,0
KDL-6.5.D2 O6Lwuir aHann3 MOKpOTbI 300,0
KDL-6.3.D8.601 OOwmr aHanM3 CMHOBUANbHOW XUOKOCTN (MUKPOCKONUYECKOE UCCreAoBaHMe+MakpOCKONMYecKoe 450,0
nccnegoBaHme)
KDL-6.5.D1 Mukpockonuyeckoe uccrnegoBaHne HasanbHoOro cekpeta (Ha 303nHounbl) 550,0
KDL-6.3.D016.506 Mukpockonuyeckoe nccrnegoBaHue cekpeta npeacrartefnlbHON enesbl 300,0
KDL-6.3.D14.401 Mwukpockonuyeckoe uccriegoBaHue cekpeta npeacraTenbHON Xenesbl B Moye 300,0
KDL-6.3.D013.117 Cnepmorpamma (aBToMaTndecknin nogcyet Ha aHanusatope SQA) 1800,0
KDL-6.3.A3.117 AHTUCnepmansHble aHTuTena knacca IgA konvyectseHHo (MAR-TecT IgA) 750,0
KDL-6.3.A4.117 AHTUCnepmanbHble aHTuTena knacca lgG konnyectseHHo (MAR-Tect IgG) 750,0
KDL-6.3.A34.117 3akntoyeHune Bpada KI[ no nccnegosatensckomy otyeTy: PparmenTtaums AHK cnepmaTtosonagos 6450,0
KDL-6.3.016.117 Buoxmmunyeckoe nccnegosaHue agkynata (Lutpart, dpykrosa, LiMHkK) 1800,0
KDL-6.4.A1.900 Broxummyeckoe nccnegosaHve CoHbl (MUKPOBMOLIEHO3 NONOCTU pTa) 2000,0
KDL-6.2.D7.101 Buoxumnyeckoe nccrnegosaHme MeTabonnMyYeckon akTMBHOCTU KULLEYHOW MUKPOOIopbI 2000,0

KDL-23.7.D1

CNEUMANN3NPOBAHHBIE NTABOPATOPHbIE NUCCJIEAOBAHUA
13C - ypeasHbin abixaTensHbln TecT (H. pylori)

700,0




Koa npocuns

HaunmeHoBaHue

Kop ycnyru

HasBaHue uccnepgoBaHusa

npocunsa

KOMMEPYECKWE NMPO®UITN

11.7.A1.201 BWY (aHTUTENa 1 aHTUreHbI)
11.6.A4.201 AHTUTENa K briegHon TpenoHeme (T.pallidum),cym.
KDL-50.0.H147 ['ocnuTanbHbIv [NoBepxXHOCTHLIN aHTUreH Bupyca renaTtuta B 1000,0
11.2.A1.201 L
(aBcTpanunckumn aHtureH, HbsAg)
11.3.A3 AHnTuTENa K BUpYycy renatuta C, cym. (Anti-HCV)
1.0.D2.202 KnvHnyecknin aHanua KpoBu ¢ nenkounTapHor qopmMysion
(5DIFF)
1.0.A1.202 CO3
4.2.A2.201 O06Lwwun 6enok
4.1.A1.201 AnaHnHamuHoTpaHcgepasa (AJT)
4.4.A1.205 ["ntoko3a
FOChNTANBHLII 4.1.A2.201 AcnapTtatamuHoTpaHcdepasa (ACT)
KDL-50.0.H89.900 TepaneaTIMecKMil 4.2.A4.201 MouyeBnHa 2500,0
4.2.A3.201 KpeaTuHuH
4.6.A1.201 BunnpybuH obmn
11.2.A1.201 nOBerHOCETHbIUIZ aHTureH supyca renatuta B
(aBcTpanunckumn aHtureH, HbsAg)
11.3.A3 AHTUTEna Kk Bupycy renatuta C, cym. (Anti-HCV)
11.6.A1.201 Mukpopeakums Ha cudunuc kadectseHHO (RPR)
11.7.A1.201 BWM (aHTuTEna v aHTureHol)
1.0.D2.202 KnnHnyecknin aHanus KpoBu C nenkoumtTapHom popmyron
(5DIFF)
1.0.A1.202 CO3d
2.0.A1.202 'pynna kpoBu
2.0.A2.202 Peasyc-cakTop
3.0.A1.203 ®dunbpuHoreH
3.0.D1.203 MpoTpombuH (Bpems, no Keuky, MHO)
3.0.A3.203 AYTB
4.2.A2.201 O06Lwun 6enok
FocnuTanbHbIN 4.2.A4.201 MoueBunHa
KDL-50.0.H90.900 XHDYDIMECK 4.2 A3.201 KpeaTvHuH 3500,0
4.1.A1.201 AnaHnHamuHoTpaHcepasa (AJ1T)
4.1.A2.201 AcnapTtatamuHoTpaHcdepasa (ACT)
4.6.A1.201 BunupybuH obni
4.4.A1.205 [ntoko3a
11.2.A1.201 nOBerHOCiTHbIVIZ aHTuUreH Bupyca renatuta B
(aBcTpanuinckn aHtureH, HbsAg)
11.3.A3 AHTUTEna k supycy renatuta C, cym. (Anti-HCV)
11.6.A1.201 Mukpopeakumsi Ha cudunuc kadectseHHo (RPR)
11.7.A1.201 BWM (aHTuTENa v aHTureHol)
4.2.A2.201 O0Lwum 6enok
4.2.A4.201 MoueBuHa
4.2.A3.201 KpeaTnHuH
4.1.A1.201 AnaHnHamuHoTpaHcdepasa (AJ1T)
KDL-50.0.H4.803 Brnoxnmuyecknn aH?nws 4 .1.A2.201 AcnapTaTaMMHOTpachq)epa3a (ACT) 950,0
KpoBW, 6a30BbIN 4.5.A2.201 XonecTtepuH obLymm
4.6.A1.201 BunmpybuH obLmn
4.8.A1.201 XKeneso
4.4.A1.205 "nroko3a
4.2.A2.201 O06Lwun 6enok
4.2.A4.201 MoyeBnHa
4.2.A3.201 KpeaTuHuH
4.6.A1.201 BunmpybuH obLmn
4.1.A1.201 AnaHnHamuHoTpaHcdepasa (AJ1T)
4.1.A2.201 AcnapTtatammnHoTpaHcdepasa (ACT)
4.1.A3.201 LUleno4vHasn gocdaTtasa
Bruoxumuyecknin aHanus|4.1.A9.201 Anbga-amunasa
KDL-50.0.H87.900 KpOBMU 4.1.A5.201 "amma-rnytamunTtpaHcdepasa (M) 14000
4.8.A1.201 XKeneso
4.2.A5.201 MoueBas kucnota
4.5.A2.201 XonecTtepuH ooLwmn
4.5.A1.201 Tpurnuuepunabl
4.7.A3.201 Kanbunn obwmmn
4.4.A1.205 [ntoko3a
3.0.A3.203 AYTB
KDL-50.0 H94.203 Koarynorpamma, 3.0.D01.203 MpoTpombuH (Bpems, no Keuky, MHO) 800,0
CKPUHWUHT 3.0.A2.203 TpomburHoBOE Bpems
3.0.A1.203 dunbpurHoreH
3.0.A3.203 A4TB
3.0.D01.203 MpoTpombuH (Bpems, no Keuky, MHO)




3.0.A2.203

TpombuHoBOe BpeMs

KDL-50.0.H146 Koarynorpamma, 15 6 21 503 ®UBpPUHOrEH 2100,0
pacLmpeHHas
3.0.A6.203 O-anvep
3.0.A5.203 BonyaHouHbIN aHTUKOArynaHT (CKPUHMHT)
3.0.A4.203 AHTUTPOMOUH I
4.5 A4.201 )lf'%J'Il_e)CTepVIH nunonpoTenaos HU3Kon nnotHocTu (JIMHIT,
JinnngHein npoduss, XonecTtepuH NMNonpoTenMaoB O4eHb HU3KOW NITIOTHOCTU
KDL-50.0.H95.201 ©a3oBblIl 4.5.D02.201 (JINOHM), (BkntoyaeT onpeaeneHe TpUrNUULEpPMAOB, KoA 700,0
4.5.A1.201)
KoathpmumeHT ateporeHHOCTH (XonecTepuH odLmm,
4.5.E1.201 XonecTtepuH NMnonpoTenMaoB BbICOKOW NMOTHOCTH
(Jinsn, LDL))
KoadhdmumneHT ateporeHHoCcTn (XonectepuH obLmin,
4.5.E1.201 XornecTepuH nMnonpoTenaoB BbICOKOW MIOTHOCTU
(Jinen, LDL))
4.5 Ad.201 )l_(loDT_e)CTepMH nmnonpoTenaosB HM3Kon nnotHocTu (JIMHIT,
KDL-50.0.H96.201 ”MHMTE::' HE:SI);%’ XonecTtepuH NUNonpoTenMaoB 04eHb HU3KOW NITIOTHOCTU 1400,0
pactiinpe 4.5.D02.201 (JINOHM), (BkntovaeT onpeaeneHe TpUrNULEPUAOB, KOA
4.5.A1.201)
4.5.E1.201 KoadhdurumeHT ateporeHHoCTu
4.5.A6.201 AnonunonpoTtenH A1
4.5.A7.201 AnonvnonpoTenH B
4.5.A8.201 JinnonpoTewnH (a)
3.0.D01.203 [MpoTpombuH (Bpems, no Keuky, MHO)
3.0.A1.203 ®dunbpuHoreH
4.7.D01.201 Hatpwui, kanun, xnop (Na/K/Cl)
4.1.A12.201 KpeatuHkuHasa-MB
4.1.A6.201 JTaktatperngporeHasa (J14r)
. 14.3.A12.201 TponoHwH |
KDL-50.0.H93.900 Kapanonorunyeckun 452 201 XonecTeput obLLi 4050,0
4.5 A4.201 XonectepuH nmMnonpoTenaoB HU3kon nnoTHocTy (JIFTHIT,
HDL)
4.5.A10.201 [flomouucTeunH
4.5.A9.201 C-peakTnBHbIN BEerokK ynbTpavyBCTBUTENbHbLIN
7.1.A1.201 TupeoTponHbIv ropmoH (TTIM)
4.1.A1.201 AnaHunHamuHoTpaHcdepasa (AJ1T)
4.1.A2.201 AcnapTtatamuHoTpaHcdepasa (ACT)
O6cnepoBaHue neyexu, |4.6.A1.201 Bunupybun obni
KDL-50.0.H11.201 6a3oBblI 4.6.A2.201 BunnpybuH npamon 720,0
4.1.A3.201 LUleno4vHasn dpocdaTtasa
4.1.A5.201 "amma-rnytamuntpaHcdepasa (IMT )
3.0.D1.203 MpoTtpombuH (Bpems, no Keuky, MHO)
4.2.A2.201 O06Lwun 6enok
4.2.D1.201 BernkoBble dpakumnm
4.6.A1.201 BunmnpybuH obmn
4.6.A2.201 BunupybuH npsimon
4.1.A1.201 AnaHnHamuHoTpaHcepasa (AJ1T)
KDL-50.0.H99.900 | O6cnenoBaHune neyeHun 41.A2 201 AcnapTatamuHoTpaHcdepasa (ACT) 1400,0
4.1.A3.201 LUleno4vHasa dpocdaTtasa
4.1.A5.201 ramma-rnytammntpaHcgepasa (IMT )
4.5.A2.201 XonectepuH oo
4.1.A8.201 XonuHacTepasa
8.0.A1.201 Anbda-detonpotenH (ADIT)
11.1.A1.201 AHTUTEena k Bupycy renatuta A, IgM (Anti-HAV IgM)
11.1.A2.201 AHTUTena Kk Bupycy renatuta A, IgG (Anti-HAV 1gG)
11.2.A1.201 nOBerHOCETHbIVVI aHTuUreH Bupyca renaturta B
(aBcTpanuincknn aHtureH, HbsAg)
KDL-50.0.H13.201 Avartoctuka AHTMTENA K NOBEPXHOCTHOMY aHTUreHy BUpyca renaturta 1860.0
renaTtutos, ckpuHunHr | 11.2.A2.201 B (Anti-HBs) ’
11.2.A3.201 AHTUTENA K sfepHoMy (cor) aHTureHy Bupyca renatura B,
cymmapHsble (Anti-HBc)
11.3.A3 AHTuTena k Bupycy renatuta C, cym. (Anti-HCV)
4.2.A1.201 AnbbymuH
4.2.A3.201 KpeaTuHuH
Hedbponormieckuii 4.2.A4.201 MoyeBunHa
KDL-50.0.H98.201 BOXVMUAYECKUA *14.7.D1.201 Hatpun, kanun, xnop (Na/K/Cl) 830,0
4.7.A3.201 Kanbuun obwmmn
4.7.A5.201 MarHui
4.7.A6.201 docdop HeopraHMYeCcKUm

4.2.A5.201

MoueBag kucnorta




4.3.A10.201

AHTUCTpenTonuanH-O

4.3.A2.201 C-peaktuBHbI 6enok
4.3.A9.201 PeBmaTtongHbin dhaktop
AHTUTENAa K UMKNNYECKOMY LUTPYNIIMHOBOMY Nentuay
9.0.A11.201 (ACCP, anti-CCP)
g AHTUHENTpOdUIbHbIE LUMTOMMNa3MaTUYeCcKne aHTuTena,
KDL-50.0.H105.201 | - eeMaronorudecii, 19.0.D3.201 IgG (ANCA), Combi 6 8200,0
pacLUMPEHHbIN
AHTUHYKIeapHble aHTUTena, MMMYHOOOT (ayToaHTUTENna
knacca IgG k 14 pa3nuyHbiM aHTureHam: nRNP/Sm, Sm,
9.0.D4.201 SS-A (SS-A HatuBHbIM M R0-52), SS-B, Scl-70, Jo-1, PM-
T Scl, npoteuH B ueHTpomepa, PCNA, dsDNA,
HYKNeOoCOMbl, TMCTOHbI, pubocomanbHbii 6enok P, AMA-
M2)
11.15.A3.201 AnTuTena k xnamuamm (Chlamydia trachomatis), 1gG
4.7.A6.201 docdop HeopraHMYeckUm
4.9.A8.201 25-OH ButamuH D, cymmapHbIn (kanbLmdepon)
7.5.A1.209 MapaTtropmoH
7.5.A2.209 KanbunToHWH
KDL-50.0.H157 Mapgep"' OCTEONOPO3A, 17 5 A3.209 OcTeokanbLyH 6100,0
VIOXMMIRECKA C-koHueBble TenonenTnabl kKonnareHa | Tuna (Beta-Cross
7.5.A4.201 H A
laps)
4.7.A4.204 Kanbumn obmin
MOHUTOPUHT NneyeHns octeonoposa (25-OH sutamuH D,
CyMMapHbIn (kanbundepon), Kanbumi obwmi,
KDL-50.0 H158 MopuTopuHr neyeHuns
ocTeonaposa
4400,0
4.4.A1.205 ["ntoko3a
[InarHocTika anadera 4.4.D01.202 ["nMunknpoBaHHbI remornobuH A1c
KDL-50.0.H91.900 6116 gc . 7.6.A1.201 NHcynuH 2900,0
VIOXMIHECK 17 6.A2.201 C-nenug
9.0.A10.201 AHTUTENAa K MHCynuHy (IAA)
9.0.A9.201 AHTUTENa k beTa-kneTkam nogxkenygodHon xxenesol (ICA)
4.4.A1.205 "ntoko3a
MHCYyNnnMHOpEe3ncTeHTHO
KDL-50.0.H120.900 oTh 7 6.A1.201 Vincynnn 600,0
7.6.E1.201 Nupekc HOMA
7.6.E2.201 WNupekc CARO
1.0.D2.202 KnuHuyecknii aHanms KpoBu C NenKouUTapHonm oopmynon
(5DIFF)
4.2.A4.201 MoueBuHa
DUTHEC. PUIMYECKUE 4.2.A3.201 KpeaTuHuH
KDL-50.0.H123.900 Hér K 4.1.A1.201 AnaHnHamuHoTpaHcepasa (AJ1T) 1700,0
Py 4.1.A2.201 AcnapTtatamuHoTpaHcdepasa (ACT)
4.1.A11.201 KpeatnHknHasa (KOK)
4.3.A1.201 Mwnorno6uH
4.4.A3.201 MonoyHas kucnoTa (nakraT)
7.7.B1.201 lMencuHoreH |
7.7.82.201 MencwuHoreH |l
KDL-50.0.H84.201 "acTpokomMnnekc 7.7.E1.201 MencwuHoreH |/MencuHoreH Il (cooTHoWweHWE) 2600,0
7.7.A1.201 racTpuH
11.14.A1.201 AHnTUTENa K xenukobakrepy (Helicobacter pylori), IgG
[nbbepeHLmanbHas 6.2.A7.101 [MaHkpeaTnyeckas anacTasa 1 B kane
KDL-50.0.H119 AMarHoCTMKa 2'5'212'181 (K)a”b”pOTeKT"'” (8 kane) B 5900,0
3a60neBaHm KKT .0. . nyxonesasi nMpyBaTkMHasa Tu (B kane)
8.0.D3.101 MccnegoBaHve kana Ha TpaHceppuH 1 reMornobuH
1.0.D2.202 KnuHu4eckni aHanms KpoBu € NeNKoOLMTapHOM hopMyron
(5DIFF)
1.0.D3.202 PeTtukynountbl
4.6.A1.201 Bunupybun obmi
4.6.A2.201 BunnpybuH npamon
ematonornyeckmn |4.8.A1.201 XKeneso
KDL-50.0.H88.900 (amarHoctuka aHemuin) |4.8.A4.201 PeppUTuH 2900,0




4.8.A3.201

TpaHcdheppuH

JlaTeHTHas xenes3ocsBsA3blBatoLLLaa CNOCOOHOCTb

4.8.A2.201 cbiBopoTku (JDKCC)
4.9.A5.201 ButamnH B9 (ponunesas kucnora)
4.9.A6.201 ButamuH B12 (umaHkobanamumH)
7.1.A1.201 TupeoTpornHbiv ropmoH (TTT)
7.1.A2.201 TupokcuH ceoboaHbIn (T4 cBOBOAHbIN)
Obcnenosarive 7.1.A3.201 TpuroaTnpoHnH ceoboHbin (T3 cBob6OAHbIN)
KDL-50.0.H22.201 LWNTOBUOHOM Xenesbl, (-~ 1680,0
CKPUHUHT 7.1.A6.201 AHTUTENA K Tmpeorn06yn|/|Hyv(AHTm-TF)
AHTUTENa K MUKPOCOMarnbHOW Tupeonepokcngase (AHTU-
7.1.A7.201
TIMO)
7.1.A1.201 TupeoTponHbIr ropmoH (TTT)
7.1.A2.201 TupokcuH cBoboaHbIv (T4 cBO6OAHbIN)
7.1.A3.201 TpurnoaTnpoHnH ceoboHbin (T3 cBobOAHbIN)
7 1.A7.201 ?H‘gl;'eﬂa K MMKpOCOMarbHon Tupeonepokcngase (AHTU-
KDL-50.0.H100.900 W?O6BC;:fooﬁBf‘K:‘$3bl 7.1.A8.201 TupeornobynuH 3780,0
7.1.A6.201 AHTUTENa K Tupeornobynuuy (AHTN-TI)
9.0.A13.201 AHTUTENA K peuenTtopam TMPeOoTPONHOro ropmoHa (AT
pTTIN)
7.5.A2.209 KanbunToHWH
7.1.A1.201 TupeoTponHbIv ropmoH (TTI)
FOPMOHANbHII 7.2.A1.201 donnukynoctumynupytoimi ropmoH (eCr)
KDL-50.0.H117.201 PO N5 MYKIMH 7.2.A2.201 JTroTenHunaunpyrowmin ropmoH (J1IN) 2800,0
7.2.A3.201 [MponakTuH
50.0.H57.201 TecTtocTepoH cBOOGOAHbLIV
7.1.A1.201 TupeoTpornHbi ropmoH (TTI)
7.2.A2.201 JTotenHmsunpyrowmnin ropmoH (J1N)
7.2.A1.201 donnukynoctTumynupyoLwmim ropmoH (eCr)
7.2.A4.201 ScTpaguon
["lopMOHanbHbIN 7.2.A3.201 [MponakTuH
KDL-50.0.H118.201 npodourb Ans xeHwuH |7.2.A8.201 HerngpoannangpoctepoH cynbdat (Ar3A-cynbdar) 4000,0
7.4.A2.201 Koptnson
50.0.H57.201 TecTocTepoH cBOBOAHbIN
7.2.A7.201 AHOpPOCTEHANOH
7.2.A6.201 'mapokcunporectepoH (17-OH-nporectepoH)
apesave 202 oo o e 201
KDL-50.0.H109.201 6epeMeHHOoCTH, R 2100,0
6330BbIil 7.2.A3.201 [MponakTuH
7.2.A4.201 QcTpaanon
7.1.A1.201 TupeoTponHbIn ropmoH (TTT)
MnaHupoBaHme 7.2.A6.201 'mppokcunporectepoH (17-OH-nporectepoH)
6EPEMEHHOCTH 7.2.A5.201 [MporectepoH _
KDL-50.0.H103.201 (FOPMOHb) - TecTocTepoH cBOBOAHBIV (BKMOYAET onpeaeneHue 2600,0
50.0.H57.201 TecTocTepoHa obuero u cesoboaHoro, 'CIMI (SHBG),
nioTenHosas gasa
pacyeT nHaekca cBO6OHbIX aHAPOreHoOB)
7.2.A8.201 HerngpoannaHgpoctepoH cynbdat (A 3A-cynbdaT)
7.2.A13.201 AHTUMIONNEpoB ropmoH (AMIT, AMH, MiS)
[mnarHocTtuka
KDL-50.0.H124.201 HapyLeHNN PyHKUUK AHTUTEna K cTepong-npoayLmnpyroLLMM KneTkam SudHuKa 2000,0
SANYHUKOB (ACKT1-Ovary)
9.0.A50.201
KopTunsoH
KopTunson
KopTnkoctepoH
WccneposaHne lMporecTepoH
cTepounaHoro npoduns 21-0e30KCUKOPTU30N
KDL-50.0.H126.201 KpPOBU METOAOM 17-rmgpoKkcnnporecTepoH 7200,0
TaHOeMHOu [1€30KCMKOPTUKOCTEPOH
MacCneKTpoOMeTpuUM TecTocTepoH
HerngpoannaHgpocTepoH
AHOPOCTEHOMOH
AHTUCHOCHONMMATHBIA 3.0.A5.203 BonyaHouYHbIN aHTUKOArynsiHT (CKPUHMHT)
KDL-50.0.H122.900 cuHapom (AGC) 9.0.A46.201 AHTUTENA K KapANonNunuHy (CymmapHble) 2500,0
9.0.A18.201 AHTUTENA K 6eTa2-rMnKoNpPoTENHY
8.0.A1.201 Anbda-petonpotenH (ADIT)
8.0.A2.201 PakoBo-aMbpuroHanbHbIn aHTureH (P3A)
Oxkonorudeckn ansa  |8.0.A3.201 AHTturen CA 19-9
KDL-50.0.H102.201 MY>KYMH, 8.0.A5.201 Mpoctatocneundpuyecknin aHtureH (MCA) obwmin 2800,0
BrMoxnmmyeckmi 8.0.A9.201 AHTuren CA 72-4
7 3 A7.201 O6wwmin 6eta-XIM4 (guarHocTuka 6epeMeHHOCTH,
OHKOMapKep)
8.0.A1.201 Anbda-petonpoTenH (ADIT)
8.0.A2.201 PakoBo-aMbpuroHanbHbI aHTureH (P3A)




Onkonorudeckmn ana |8.0.A3.201 AHTurexH CA 19-9
KDL-50.0.H101.201 YKEHLLMH, 8.0.A4.201 AHTured CA 125 3700,0
Buoxmmmnyeckmmn 8.0.A7.201 AHTureH CA 15-3
8.0.A9.201 AHTUreH CA 72-4
8.0.A10.201 AHTUreH nnockokneto4Hom kapumHombl (SCCA)
(2-OHE1+2+0OHE2)/16a-OHE1
4-rngpokcnacTtpoH (4-OHE1)
2-OHE1/2-OMeE1
[IMarHocTvka paka 2-rnapokcnacTpoH (2-OHE1)
KDL-50.0.H125.401 MONOUHON )KeJEI)GSbI 2-rnppokcnactpagmon (2-OHE2) 8600,0
2-OHE1+2-OHE2
16a-rnapokcnactpoH (16a-OHE1)
2-MeTOKCUACTPOH (2-OMeE1)
4-meToKCnaCTpoH (4-OMeE1)
11.19.A2.201 AHTUTEna k Tokconnasme (Toxoplasma gondii), IgG
11.11.A2.201 AHTUTENAa K BUPYCY KpacHyxu, 1gG
KDL-50.0.H86.201 TORCH-komnnekc, 11.8.A7 201 AHTMTena K BUpYyCy npocToro repneca (Herpes simplex 1800,0
CKPUHUHT virus, BIN) Il Tuna, IgG
11.9.A2.201 gl-gmena K untomeranosupycy (Cytomegalovirus, CMV),
11.19.A1.201 AHTUTEna k Tokconnasme (Toxoplasma gondii), IgM
11.19.A2.201 AHTuTena k Tokconnasme (Toxoplasma gondii), IgG
11.11.A1.201 AHTUTENA K BMPYCY KpacHyxu, IgM
11.11.A2.201 AHTUTENa K BUpYCY KpacHyxu, 1gG
- 11.9.A1.201 A erna omeraro cy (Cytomegalovirus), IgM
KDL.50.0.H33.201 TORCH-komnnexc, HTUTena K uutomeranosupycy (Cytomeg V! us), Ig 2400,0
6a3oBbii 11.9.A2.201 AHTUTENa Kk umTomeranosupycy (Cytomegalovirus), IgG
11.8.A1.201 A.HTI/ITeJ'Ia. K BUpYycy npocToro repneca |, Il Tunos (Herpes
simplex virus |, Il), IgM
11.8.A2.201 A.HTI/ITeJ'Ia. K BUpYycy npocToro repneca |, Il Tunos (Herpes
simplex virus I, 1), IgG
11.19.A1.201 AHTUTENa k Tokconnasme (Toxoplasma gondii), IgM
AsngHocTb IgG Kk Tokconnasme (Toxoplasma gondii)
50.0.H78.201
(BkntoyaeT onpepeneHve aHTUTEnN K Tokconnasme, 1gG)
11.11.A1.201 AHTUTENa K BUPYCY KpacHyxu, IgM
50 0.H77.201 AsugHoCTb IgG K BUpYCY KpacHyxu (BknovaeT
onpeneneHne aHTUTenN K BUpPycCy KpacHyxu, 1gG)
TORCH-komnnekc ¢ |11.9.A1.201 AnTuTena k untomeranosupycy (Cytomegalovirus), IgM
KDL-50.0.H136.201 aBUOHOCTbHHO AsungHocTb IgG k untomeranosupycy (Cytomegalovirus) 6000,0
50.0.H74.201 (BKMOYaAET onpegeneHne aHTUTes K LMToMeranoBumpycy,
I9G)
11.8.A1.201 A.HTVITeJ'Ia. K BUpYycy npocTtoro repneca |, Il Tunos (Herpes
simplex virus I, 11), IgM
AsungHocTb IgG Kk Bupycy npoctoro repneca |, Il Tunos
50.0.H75.201 (Herpes simplex virus |1, 1l) (BkntoyaeT onpeaenexHve
aHTUTEN K BMpycy npocTtoro repneca |, Il Tunos, IgG)
11.19.A1.201 AHTUTENna K Tokconnasme (Toxoplasma gondii), IgM
11.19.A2.201 AHTUTEna k Tokconnasme (Toxoplasma gondii), IgG
11.11.A1.201 AHTUTENa K BUpYCY KpacHyxu, IgM
11.11.A2.201 AHTUTENa K BUpYCY KpacHyxu, 1gG
11.9.A1.201 guMTena K untomeranosupycy (Cytomegalovirus, CMV),
KDL-50.0.H28.201 TORCH-Komnnech, 11.9.A2.201 AHTUTENa Kk umtomeranosupycy (Cytomegalovirus, CMV), 3500,0
pacLUMpeHHbIN IgG
11.8.A1.201 AHTMTena K BUpYcCy npocTtoro repneca (Herpes simplex
virus, BIIN) 11l Tunos, IgM
11.8.A2.201 AHTMTena K BUpYCY npocToro repneca (Herpes simplex
virus, BIIN) |1l Tunos, 1gG
11.15.A1.201 AHTuTena Kk xnamugum (Chlamydia trachomatis), IgA
11.15.A3.201 AHTuTEena K xnamuammn (Chlamydia trachomatis), 1gG
11.7.A1.201 BWY (aHTuTEna v aHTUreHbl)
11.6.A4.201 AHTUTENa K 6negHon TpenoHeme (T.pallidum),cym.
11.2.A1.201 nOBerHOCE’THbI? aHTUreH Bupyca renatuTa B
(aBcTpanuincknn aHtured, HbsAg)
11.2.A3.201 AHTUTENA K AnepHoMy (cor) aHTUreHy Bupyca renatuta B,
cymmapHble (Anti-HBc)
11.3.A3 AHTuTena k supycy renatuta C, cym. (Anti-HCV)
11.15.A1.201 AHTuTena Kk xnamugum (Chlamydia trachomatis), IgA
NHdbekumm, 11.15.A3.201 AnTtutena k xnammgum (Chlamydia trachomatis), 1IgG
KDL-50.0.H34.201 nepepatoLmecs 11.16.A1.201 AHTUTEena k mukonnasme (Mycoplasma hominis), IgA 4200,0
nonosbIM nyTem (kpoBb)|11.16.A3.201 AHTUTENna K Mukonnasme (Mycoplasma hominis), IgG
11.17.A1.201 AHTuTena k ypeannaame (Ureaplasma urealyticum), IgA




11.17.A3.201 AHTuTEna Kk ypeannasme (Ureaplasma urealyticum), IgG
11.8.A2.201 AHTMTena K BUpYcy npoctoro repneca (Herpes simplex
virus, BIIN) |1l Tunos, 1gG
11.18.A1.201 AHTUTEna k TpuxomoHage (Trichomonas vaginalis), 1gG.
1.0.D2.202 KnnHnyecknin aHanus KpoBu C nenkoumtTapHom hopmyron
(5DIFF)
11.14.A1.201 AHTUTENa K xenunkobaktepy (Helicobacter pylori), IgG
11.22.A1.201 AHTuTEna Kk nambnusam (Lamblia intestinalis), cymmapHble
[AwnarHocTtuka 11.20.A1.201 AHTUTena k onuctopxam (Opisthorchis felineus), IgG
KDL-50.0.H92.900 napasnTapHbIX 11.20.A3.201 AHTUTEna K Tokcokapam (Toxocara canis), IgG 3300,0
3aboneBaHuii 11.20.A4.201 AHTUTEena K TpuxmHennam (Trichinella spiralis), 1I9G
11.20.A2.201 AHTUTENA K 9XMHOKOKKaM (Echinococcus granulosus), 1IgG
11.19.A2.201 AnTuTena k Tokconnasme (Toxoplasma gondii), IgG
11.20.A12.201 AHTUTEna Kk ackapmngam (Ascaris lumbricoides), 1IgG
10.0.A6.201 MmmyHorno6ynuH E (IgE)
10.0.A3.201 MmmyHornobynuH A (IgA)
10.0.A5.201 MmmyHornobynuH G (IgG)
10.0.A4.201 NmmyHorno6ynud M (IgM)
KDL-10.0.D010.204 MMMYHHbIN cTaTyc 5000,0
MmmyHorpamma 6asoBasi (CD-tunmpoBaHue
10.0.D4.202 nMM@OoUNTOB Nepugeprnyeckon Kpoeu, obLmin aHanms
KpOBM)
CKpuHMHroBas 12.18.A1.202 PHK BUY
KDL-50.0.H121.900 anarHoctuka BUY 11.7.A1.201 BWM (aHTuTENa 1 aHTUreHbl) 2500,0
KOMMNNEKCHbIE JIABOPATOPHbIE OGCJIEAOBAHUSA
1.0.A1.202 CO3d
1.0.D2.202 KnnHnyecknin aHanus KpoBu ¢ nenkountapHon qoopmMyriomn
(5DIFF)
3.0.D1.203 MpoTpombuH (Bpems, no Keuky, MHO)
3.0.A1.203 ®dunbpuHoreH
3.0.A4.203 AHTUTPOMOUH IlI
4.5.A2.201 XonectepuH obLwmn
[narHocTtuka =
COCYANCTBIX 4.5.D2.201 XonecTepuH NMNonpoTenaoB O4eHb HU3KOW NITOTHOCTYU
KDL-50.0.H139.900 336011eBaHI (JINTOHIM), (BkntovaeT onpegenexHve TpUrnuuepuaos) 3500,0
XonectepuH nunonpoTenMaos HU3kom nnoTHocTy (JIFTHTT,
roriloBHOro mMo3ra 4.5.A4.201 LDL)
XonecTepuH NUMNonpoTenaoB BbICOKOW MIIOTHOCTH
4.5.D1.201 (NMB, HDL)
4.3.A7.201 LlepynonnasmuH
AHTUTENA K pocchonnnuaam (KapouonunmHy,
9.0.D1.201 dochaTnguncepuny, dochaTnamnmHoO3NToNy,
docdhaTnannoBon KUCOTe), CyMMapHbIe
9.0.A81.201 AHTUTENA K aKBanopuHy -4
9.0.A84.201 AHTUTEena K rmytamatHomy peuentopy NMDA-Tuna
fvarxoctuka 4.8.A4.201 depprTHH
KDL-50.0.H140.900 | oeM1enuHn3npyrowmx —— o 7500,0
3360,16BaHMIA 4.3.A7.201 LlepynonnasmuH
4.3.A2.201 C-peakTnBHbIN 6enok
4.3.A9.201 PesmaTtongHbin chaktop (PD)
9.0.A84.201 AHTUTEna k rnytamaTtHomy peuentopy NMDA-Tuna
KDL-50.0.H141.900 3 HAvarHocTuka .19.0.D011.201 AHTUTENna npuv napaHeonnacTU4eCKNX CUHapPoMax, 10000,0
HEeMPOreHHbIX onyxonen| = - ' nMmmyHoobnoT (k Yo-1, Hu, Ri, CV2, Ma2, amdundunaunny)
9.0.A80.201 AHTUTENA K ckeneTHbiM Mblluam (ACM)
4.3.A2.201 C-peakTnBHbI 6enok
4.3.A9.201 PesmatongHein dpaktop (PP)
4.3.A1.201 Mwnorno6uH
4.2.A5.201 MouyeBas kucnota
[AwnarHocTtuka 4.3.A10.201 AHTucTpentonmsmH-O (ACJ10)
hereHepaTmBHbIX 7.5.A1.209 MapaTtropmoH
KDL-50.0.H142.900 3aboneBaHui 4.9.A8.201 25-OH ButamuH D, cymmapHbin (kanbLmdepon) 9000,0
NO3BOHOYHUKA 7.5.A3.209 OcTteokarnbuuH
4.2.A3.201 KpeaTuHuH
AHTUTENa Npu NoNMMMo3nTe, UMMyHobnoT (Mi-2, Ku, Pm-
9.0.D09.201 Scl100, Pm-Scl75, SPR, Ro-52, Jo-1, PL-7, PL-12, EJ,
0J)
1.0.D2.202 KnvHnyecknin aHanua Kposu ¢ nenkounTapHor opmMysion
(5DIFF)
1.0.A1.202 CO3d
4.1.A1.201 ANT (anaHnHamnHoTpaHcdepasa)
4.1.A2.201 ACT (acnaptatamuHoTpaHcgepasa)
4.1.A3.201 LUlenoyHasa docdaTtasa




4.1.A5.201 Mamma-I'T
4.2.A2.201 O06Lwun 6enok
4.2.A3.201 KpeaTuHuH
4.2.A4.201 Mo4eBuHa
30ECb M CEMYAC |50.0.H95.201 JInnngHbIn Nnpodunb, 6a3oBbIN
KDL-50.0.H128.900 (keHWwwmHbI 40-49 net) 4.8.A4.201 deppuTuH 4500,0
4.6.A1.201 Bunupybun obmi
7.1.A1.201 TupeoTponHbi ropMmoH (TTI), ynbTpadyBCTBUTENbHbIN
4.5.A10.201 lomoumncTeunH
4.5.A8.201 JInnonpoTewnH (a)
4.9.A8.201 25-OH ButamuH D, cymmapHbIn (kanbLmdepon)
4.7.A3.201 Kanbuun obwmin
4.7.A6.201 docdop HeopraHMYeCKUI
4.7.A5.201 MarHum
4.7.A7.201 LunHk
4.4.A1.205 ["ntoko3a
1.0.D2.202 KnnHnyecknn aHanus KpoBu C nenkoumtTapHom popmyron
(5DIFF)
1.0.A1.202 CO3
4.1.A1.201 AJNT (anaHnHamnHoTpaHcdepasa)
4.1.A2.201 ACT (acnaptatammHOoTpaHcdepasa)
4.1.A3.201 LLenoyHasa cdocaTasa
4.1.A5.201 Mamma-I'T
4.2.A2.201 O06Lwun 6enok
4.2.A3.201 KpeaTuHuH
4.2.A4.201 MoyeBunHa
4.2.A5.201 MoueBas kucnota
50.0.H95.201 JInnngHbIn Nnpodunb, 6a3oBbIN
- -~
KDL-50.0.H130.900 | NMPOBJIEM (XeHWuHbl o~ ) 5000,0
50-65 neT) 8.0.A4.201 CA-125
8.0.A2.201 POA
7.1.A1.201 TupeoTponHbin ropmoH (TTI7), ynbTpadyBCTBUTENBHbLIN
4.5.A10.201 lomoumncTeunH
4.5.A8.201 JInnonpoTewnH (a)
4.5.A9.201 C-peaktuBHbINn 6enokK (ynbTpavyBCTBUTENbHbIN)
4.9.A8.201 25-OH ButamuH D, cymmapHbIn (kanbumdepon)
4.7.A3.201 Kanbunn obwmmn
4.7.A6.201 docdop HeopraHMYECKUI
4.7.A5.201 MarHuin
4.7.A7.201 LinHk
7.5.A1.209 MapaTpeonaHbIn ropMoH
4.4.A1.205 [nioko3a
4.4.D1.202 ["MKMpoBaHHbIM remornobuH A1c
KnvHnyecknin aHanus KpoBu ¢ nenkountapHon qoopmysion
1.0.D2.202 (5DIFF)
1.0.A1.202 CO3
4.1.A1.201 AJTT (anaHnHamMMHOTpaHCcdepasa)
4.1.A2.201 ACT (acnaptatamuvHoTpaHcdepasa)
4.1.A3.201 LUleno4vHasa pocdaTtasa
4.1.A5.201 Mamma-I' T
4.2.A2.201 O0Lwwun 6enok
4.2.A3.201 KpeaTuHuH
4.2.A4.201 MoueBuHa
4.2.A5.201 MoyeBas kucnora
50.0.H95.201 JIunugHbin Nnpodunb, 6a30BbIN
4.8.A4.201 deppnTnH
CAMOE INMABHOE |4.6.A1.201 Brunnpy6uH obmn
KDL-50.0.H132.900 | (keHwwHbl cTapwe 65 [8.0.A4.201 CA-125 6000,0
ner) 8.0.A2.201 POA
7.1.A1.201 TupeoTponHbiri ropmoH (TTI), ynbTpadyBCTBUTENbHbIN
4.5.A10.201 lomouncteunH
4.5.A8.201 JInnonpotewnH (a)
4.5.A9.201 C-peakTnBHbIN 6enok (ynbTpadyBCTBUTENbHBLIN)
4.3.A11.202 Mo3srosown HaTpunypeTtunyeckum nentug B
4.9.A8.201 25-OH ButamuH D, cymmapHbIn (kanbumdepon)
4.7.A3.201 Kanbunn obwmmn
4.7.A6.201 docdop HeopraHMYECKUI
4.7.A5.201 MarHuin
4.7.A7.201 LinHk
7.5.A1.209 MapaTpeonaHbIn ropMoH
4.4.A1.205 [ntoko3a
4.4.D01.202 ["MnKMpoBaHHbIN remornobuH A1c
KnnHnyecknin aHanua KpoBu ¢ nenkoumtTapHom popmyromn
1.0.D2.202 (5DIFF)
1.0.A1.202 CO3d




4.1.A1.201 ANT (anaHnHamnHoTpaHcdepasa)
4.1.A2.201 ACT (acnaptatammHoTpaHcdepasa)
4.1.A3.201 LlenoyHasa gocpartasa
4.1.A5.201 Namma-I'
4.2.A2.201 O6wmn 6enok
4.2.A3.201 KpeaTuHuH
4.2.A4.201 MoueBuHa
4.2.A5.201 MoueBas kucnota
30ECb N CEMYAC |50.0.H95.201 JInnngHbIn Nnpodunb, 6a30BbIN
KDL-50.0.H129.900 (My>xumHbl 41-49 net) |4.6.A1.201 BunmnpybuH obmn 4500,0
8.0.A5.201 MpocTaTa-cneuuduyeckmmn antureH (MNCA) obumm
7.1.A1.201 TupeoTponHbiri ropmoH (TTI), ynbTpadyBCTBUTENbHbIN
7.2.A9.201 TecTocTepoH obLmin
4.4.A1.205 ntoko3a
4.9.A8.201 25-OH ButamuH D, cymmapHbIn (kanbumdepon)
4.7.A3.201 Kanbunn obwmmn
4.7.A6.201 docdop HeopraHU4eckum
4.7.A5.201 Marnum
4.7.A7.201 LinHk
4.5.A10.201 lomouncteunH
4.5.A8.201 JInnonpoTewnH (a)
KnvHnyecknin aHanus KpoBu ¢ nenkounTapHon gopmMysion
1.0.D2.202 (5DIFF)
1.0.A1.202 CO3d
4.1.A1.201 AJlT (anaHnHamnHoTpaHcdepasa)
4.1.A2.201 ACT (acnaptatamuHoTpaHcgepasa)
4.1.A3.201 LUlenovHas docdaTtasa
4.1.A5.201 Mamma-I'T
4.2.A2.201 O6wmn 6enok
4.2.A3.201 KpeaTuHuH
4.2.A4.201 MoueBuHa
4.2.A5.201 MouyeBas kucnota
50.0.H95.201 JInnngHeIn Nnpounb, 6a3oBbIN
BE3 JIMWHNX 4.6.A1.201 Bunupybun obmi
KDL-50.0.H131.900 | MPOBJIEM (myxumnHbl |8.0.A5.201 MpocTata-cneundguyecknin antureH (MCA) obmin 5000,0
50-65 ner) 7.1.A1.201 TupeoTpornHbi ropmoH (TTI), ynbTpadyBCTBUTENBHbIN
7.2.A9.201 TecTtocTepoH obLunin
4.4.A1.205 ntoko3a
4.4.D1.202 "MuknpoBaHHbIN remornobuH A1c
4.9.A8.201 25-OH ButamuH D, cymmapHbIn (kanbLumdepon)
4.7.A3.201 Kanbuun obwmim
4.7.A6.201 docdop HeopraHMYeCcKUm
4.7.A5.201 MarHum
4.7.A7.201 LnHk
7.5.A1.209 MapaTpeonaHbIn ropMoH
4.5.A10.201 lomoumcTenH
4.5.A8.201 JInnonpoTtewH (a)
4.5.A9.201 C-peakTnBHbIN 6enok (ynbTpadyBCTBUTENbHbIN)
KnvHnyecknin aHanus KpoBu ¢ nenkounTapHon qoopmMyrion
1.0.D2.202 (5DIFF)
1.0.A1.202 CO3
4.1.A1.201 AT (anaHnHamnHoTpaHcdepasa)
4.1.A2.201 ACT (acnaptatammHoTpaHcdepasa)
4.1.A3.201 LlenoyHas gocpartasa
4.1.A5.201 Mamma-I'T
4.2.A2.201 O6wmn Genok
4.2.A3.201 KpeaTuHuH
4.2.A4.201 MoueBunHa
4.2.A5.201 MoueBas kucnota
50.0.H95.201 JInnngHeIn Nnpouns, 6a3oBbIN
4.8.A4.201 deppUTHH
CAMOE INMABHOE |4.6.A1.201 BunupybuH obni
KDL-50.0.H133.900 | (MyxuuHbl cTapiie 65 |8.0.A5.201 Mpoctata-cneundunyecknin antureH (MCA) obumin 6000,0
ner) 8.0.A2.201 POA
7.1.A1.201 TupeoTporHbin ropmoH (TTT), ynbTpavyyBCTBUTENBHbLIN
4.4 A1.205 [noko3a
4.4.D1.202 [MuKknpoBaHHbINM remornoduH A1c
4.9.A8.201 25-OH ButamuH D, cymmapHbIv (Kanbuudepon)
4.7.A3.201 Kanbuun obwmimn
4.7.A6.201 docdop HeopraHMYeCcKUm
4.7.A5.201 MarHum
4.7.A7.201 LinHk
7.5.A1.209 [MapaTpeonaHbIn ropMOoH
4.5.A10.201 lomouncteunH
4.5.A8.201 JInnonpoTewnH (a)
4.5.A9.201 C-peakTnBHbIN 6enok (ynbTpadyBCTBUTENbHbLIN)




4.3.A11.202

Mo3sroBow HaTpunypeTmnyeckun nentug B

KrnnHnyecknin aHanus KpoBu ¢ nenkoumtTapHom popmyron

1.0.D2.202 (5DIFF)
1.0.D3.202 PeTtukynountbl
.6.A1.201 b 6 /
KDL-50.0.H134.900 |  Cnopr. Basoswiii | 0120 MMPYOUH OBLH 1000,0
4.4.A1.205 "nioko3a
4.5.A2.201 XonectepuH obLmm
7.1.A1.201 TupeoTponHbii ropMoH (TTT)
4.1.A1.201 AnaHnHamuHoTpaHcdepasa (AJ1T)
4.1.A2.201 AcnapTtaTtammnHoTpaHcdepasa (ACT)
Cnopt. buoxumnyeckui |4.2.A2.201 O6wmn 6enok
KDL-50.0.H135.900 CKPUHWHT 4.2.A3.201 KpeaTuHuH 1500,0
pabotocnocobHocTn |4.2.A4.201 MoueBuHa
7.2.A9.201 TecTtocTepoH obLunin
7.4.A2.201 Koptnson
KOMMNNEKCHbIE UCCINIEQOBAHUA METOOOM ILP
13.1.A1.900 OHK xnamngum (Chlamydia trachomatis)
13.2.A1.900 OHK mukonnasmel (Mycoplasma hominis)
) ) 13.2.A2.900 OHK mukonnasmbl (Mycoplasma genitalium)
KDL-50.0.H37.900 MLUP-6 13.3.A3.900 OHK ypeannaswmbl (Ureaplasma species) 830,0
13.4.A1.900 OHK rapgHepennbl (Gardnerella vaginalis)
13.17.A1.900 OHK TpuxomoHagbl (Trichomonas vaginalis)
13.1.A3.900 OHK xnamngum (Chlamydia trachomatis), konnyecTBeHHO
13.2 A5.900 OHK mukonnasmel (Mycoplasma hominis),
KONMMYECTBEHHO
13.2 A4.900 JKZI,OI-JI1I1<4L|:/|ev2<ToB|'|eJ'||_|a|-|:‘;Mb| (Mycoplasma genitalium),
KDL-50.0.H81.900 |IUP-6, konnyecTBEHHO 1400,0
13.3.A4.900 OHK ypeannasmbl (Ureaplasma species), Konn4ecTBeHHO
13.4.A2.900 OHK rapaHepennel (Gardnerella vaginalis),
KONMMYECTBEHHO
13.17.A2.900 OHK TpnxomoHagsb! (Trichomonas vaginalis),
KONMYECTBEHHO
13.1.A1.900 OHK xnamngum (Chlamydia trachomatis)
13.2.A1.900 OHK mukonnaamel (Mycoplasma hominis)
13.2.A2.900 OHK mukonnasmbl (Mycoplasma genitalium)
13.3.A3.900 OHK ypeannasmbl (Ureaplasma species)
13.4.A1.900 OHK rapgHepennsl (Gardnerella vaginalis)
13.17.A1.900 OHK tpmuxomoHaabl (Trichomonas vaginalis)
13.6.A1.900 IOHK roHokokka (Neisseria gonorrhoeae)
KDL-50.0.H38.900 nupP-12 13.15.A1.900 OHK kangmabl (Candida albicans) 1900,0
13.19 A3.900 OHK Bupyca npoctoro repneca (Herpes simplex virus,
BIMr) I v Il Tvnos
13.18.A1.900 OHK untomeranosupyca (Cytomegalovirus, CMV)
13.23. A1.900 ,E:_II; nanunnomasupyca (Human Papillomavirus, BIN4Y) 16
13.23.A2.900 OHK nanunnomasupyca (Human Papillomavirus, BINM4Y) 18
TMna
13.1.A3.900 OHK xnamngum (Chlamydia trachomatis), konnyecTBeHHO
13.2 A4.900 AOHK mukonnasmel (Mycoplasma genitalium),
KONMMYECTBEHHO
13.2 A5.900 AOHK mukonnasmel (Mycoplasma hominis),
KONMMYECTBEHHO
13.3.A4.900 OHK ypeannasmbl (Ureaplasma species), Konn4ecTBeHHO
13.4.A2.900 OHK rapaHepennbl (Gardnerella vaginalis),
KONMMYECTBEHHO
OHK tpmuxomoHaabl (Trichomonas vaginalis),
KDL-50.0.H107.900 MUpP-12, 13.17.A2.900 KONNYeCTBEHHO 2800,0
KONMNYECTBEHHO
13.6.A2.900 OHK roHokokka (Neisseria gonorrhoeae), KofiM4ecTBEHHO
13.15.A2.900 OHK kangmabl (Candida albicans), konnyecTBeHHO
13.19 A6.900 OHK Bupyca npoctoro repneca (Herpes simplex virus,
BIM) | n Il Tvna, kKonn4ecTBeHHO
13.18.A2.900 OHK untomeranosupyca (Cytomegalovirus, CMV),
KONMMYECTBEHHO
13.24 B1.900 OHK nanunnomasupyca (Human Papillomavirus) 16 Tuna,
KONMMYECTBEHHO
13.24 B2.900 OHK nanunnomasumpyca (Human Papillomavirus) 18 tuna,
KONMMYECTBEHHO
13.1.A1.900 OHK xnamngum (Chlamydia trachomatis)




KDL-50.0.H39.900

nyp-15

13.2.A1.900

OHK mukonnasmel (Mycoplasma hominis)

13.2.A2.900

OHK mukonnasmel (Mycoplasma genitalium)

13.3.A3.900

OHK ypeanna3smbl (Ureaplasma species)

13.4.A1.900

OHK rapgHepennbl (Gardnerella vaginalis)

13.17.A1.900

OHK tpnxomoHagb! (Trichomonas vaginalis)

13.5.A1.900

OHK 6negHon TpenoHemsb! (Treponema pallidum)

13.6.A1.900

OHK roHokokka (Neisseria gonorrhoeae)

13.15.A1.900

OHK kanamabl (Candida albicans)

13.19.A1.900

IOHK Bupyca npoctoro repneca (Herpes simplex virus,
BIN) | Tna

13.19.A2.900

[HK Bupyca npocTtoro repneca (Herpes simplex virus,
BIN) Il Tna

13.18.A1.900

OHK untomeranosupyca (Cytomegalovirus, CMV)

13.23.D2.900

OHK nanunnomasumpycos (Human Papillomavirus, BIN4Y)
6/11 TMNOB C onpegeneHnem Tuna

13.23.A1.900

OHK nanunnomasupyca (Human Papillomavirus, BIMN4) 16
TMna

13.23.A2.900

OHK nanunnomasupyca (Human Papillomavirus, BlMN4) 18
TMna

1800,0

KDL-50.0.H108.900

OHK Bo3byautenen
3rrn

13.1.A1.900

OHK xnamngumn (Chlamydia trachomatis)

13.2.A1.900

OHK mukonnasmel (Mycoplasma hominis)

13.2.A2.900

OHK mukonnasmel (Mycoplasma genitalium)

13.3.A5.900

OHK ypeannaambl (Ureaplasma urealyticum),
KONMMYECTBEHHO

13.3.A6.900

OHK ypeannaambl (Ureaplasma parvum), KofiM4eCTBEHHO

13.4.A1.900

OHK rapgHepennbl (Gardnerella vaginalis)

13.17.A1.900

OHK tpnxomoHaab! (Trichomonas vaginalis)

13.6.A1.900

IOHK roHokokka (Neisseria gonorrhoeae)

13.15.A1.900

OHK kangmapbl (Candida albicans)

13.18.A1.900

OHK untomeranosupyca (Cytomegalovirus, CMV)

13.19.A2.900

OHK Bupyca npoctoro repneca |l Tuna (Herpes simplex
virus I1)

13.23.D6.900

AOHK nanunnomasupycos (Human Papoiilmavirus)
BbICOKOrO KaHueporeHHoro pucka (16, 18, 31, 33, 35, 39,
45, 51, 52, 56, 58, 59 TMnNoB) C onpegeneHvem Tuna

2300,0

AOUWATHOCTUKA NAMUIIJIOMABUPYCA METOAOM MLP

KDL-50.0.H45.900

AHK
nanuniomMaBnpycoB
(Human Papillomavirus)
CKPUHWHT ¢
onpegeneHnem Tuna
(KoHTponb B3aTUA
mMaTtepuana, Tvnbl 6, 11,
16, 18),
KONMYECTBEHHbIN

OHK nanunnomasupyca (Human Papillomavirus, BINM4Y) 6
T™MNa

OHK nanunnomasupyca (Human Papillomavirus, BIMN4Y) 11
TMna

OHK nanunnomasupyca (Human Papillomavirus, BIN4Y) 16
TMna

OHK nanunnomasupyca (Human Papillomavirus, BINM4Y) 18
TMna

Ko HTPOIb B3ATUA MaTepuanna

600,0

KDL-50.0.H49.900

AOHK
nanuniomasnpycoB
(Human Papillomavirus)
CKPUHNHI
PACLUMNPEHHbIV ¢
onpeneneHvem 14
TunoB (KoHTpornb
B3ATMA MaTepuana,
Tvnel 6, 11, 16, 18, 31,
33, 35, 39, 45, 51, 52,
56, 58, 59),
KONMUYECTBEHHbIN, C
nepecyeToM Ha y.e.
Hybrid Capture no
Kaxxgomy Tuny

OHK nannnnomasupyca (Human Papillomavirus, BIN4) 6
TMna

OHK nanunnomasupyca (Human Papillomavirus, BMN4Y) 11
TMna

OHK nanunnomaeupyca (Human Papillomavirus, BIMN4Y) 16
TMna

OHK nanunnomasupyca (Human Papillomavirus, BIMN4) 18
TMna

AOHK nanunnomasupyca (Human Papillomavirus, BIM4Y) 31
TMna

AHK nannnnomasupyca (Human Papillomavirus, BIN4) 33
TMna

OHK nanunnomasupyca (Human Papillomavirus, BIM4Y) 35
T™nNa

OHK nanunnomasupyca (Human Papillomavirus, BINM4Y) 39
T™MnNa

OHK nanunnomasupyca (Human Papillomavirus, BIM4Y) 45
T™™MnNa

OHK nanunnomasupyca (Human Papillomavirus, BIMN4) 51
Tvna

OHK nanunnomasupyca (Human Papillomavirus, BIMN4Y) 52
TMna

OHK nanunnomasupyca (Human Papillomavirus, BIN4) 56
TMna

1210,0




OHK nanunnomasupyca (Human Papillomavirus, BIMN4Y) 58
TMna

OHK nanunnomasupyca (Human Papillomavirus, BINM4Y) 59
TMna

KoHTponb B3ATUs MaTepuana

KDL-50.0.H85.900

OHK
nanunoMmaBupycoB
(Human
Papillomavirus),
TUNUPOBaHME C
onpegenenvem 21 tnna
(KoHTponb B3ATUA
ornomaTepuana, Tunbl 6,
11, 16, 18, 26, 31, 33,
35, 39, 44, 45, 51, 52,
53, 56, 58, 59, 66, 68,
73, 82),
KOINMMYECTBEHHBIN, C
nepecyeToMm Ha y.e.
Hybrid Capture no
Kaxkgomy Tuny

HPV 6 q

HPV 11 q

HPV 16 q

HPV 18 q

HPV 26 q

HPV 31 q

HPV 33 q

HPV 35 q

HPV 39 q

HPV 44 q

HPV 45 q

HPV 51 q

HPV 52 q

HPV 53 q

HPV 56 q

HPV 58 q

HPV 59 q

HPV 66 q

HPV 68 q

HPV 73 q

HPV 82 q

2400,0

DPEMODJIOP

KDL-50.0.H42.900

®emodoriop-8 (AHK)

KoHTporb B3TUA MaTtepuana

Ob6wasn bakrepunanbHasa macca

OHK naktobaumnn (Lactobacillus spp.)

OHK anTepobakTepun (Enterobacterium spp.)

OHK cTtpentokokkoB (Streptococcus spp.)

OHK rapaHepennbl (Gardnerella vaginalis) + HK
npesotennbl (Prevotella bivia) + JHK nopcdumpomoHacos
(Porphyromonas spp.)

OHK ay6akTepun (Eubacterium spp.)

OHK mukonnaswmel (Mycoplasma hominis )

OHK kangmabl (Candida spp. )

OHK mukonnasmbl (Mycoplasma genitalium )

1270,0

KDL-50.0.H41.900

CkpuvHWHr MUP-12
(AHK)

Ko HTPOJ1b B3ATUA MaTepuana

O6buwas 6akTepmnansHasa macca

OHK nakro6auunn (Lactobacillus spp.)

OHK rapgHepennbl (Gardnerella vaginalis) + AHK
npesoTennbl (Prevotella bivia) + JHK nopdpmpomoHacos
(Porphyromonas spp)

OHK mukonnasmel (Mycoplasma hominis)

OHK ypeannasmbl (Ureaplasma species)

OHK kanamabl (Candida spp. )

OHK xnamngum (Chlamydia trachomatis)

OHK tpmuxomoHags! (Trichomonas vaginalis)

IOHK roHokokka (Neisseria gonorrhoeae)

OHK mukonnasmel (Mycoplasma genitalium)

OHK untomeranosupyca (Cytomegalovirus, CMV)

OHK Bupyca npoctoro repneca (Herpes simplex virus,
BII) | Tuna

OHK Bupyca npoctoro repneca (Herpes simplex virus,
BIMM) Il tuna

1860,0

KDL-50.0.H43.900

®demodpriop-16 (AHK)

Ko HTPOJ1b B3ATUA MaTepuana

O6buwasa 6akTepmnansHasa macca

OHK nakro6auunn (Lactobacillus spp.)

OHK anTepobakTepun (Enterobacterium spp.)

OHK ctpentokokkoB (Streptococcus spp)

OHK ctadmnokokkos (Staphylococcus spp)

OHK rapgHepennbl (Gardnerella vaginalis) + OHK
npesoTtennbl (Prevotella bivia) + JHK nopcdmpomoHacos
(Porphyromonas spp)

OHK ay6aktepun (Eubacterium spp)

OHK dysobaktepuin (Sneathia spp+ Leptotrichia spp+
Fusobacterium spp)

OHK meracdepbl (Megasphaera)+OHK BennoHenn
(Veillonella spp)+OHK ananuctepos (Dialister spp)

OHK naxHobakTepun (Lachnobacterium spp)+4HK
knoctpuaunn (Clostridium spp)

OHK mobunyHkycos (Mobiluncus spp)+AdHK
kopuHebakTepui (Corinebacterium spp)

2450,0




OHK nentoctpentokokkoB (Peptostreptococcus spp)

OHK atonobuyma (Atopobium vaginae)

OHK mukonnasmel (Mycoplasma hominis)

OHK ypeannasmbl (Ureaplasma species)

OHK kanamabl (Candida spp. )

OHK mukonnasmbl (Mycoplasma genitalium)

®JIOPOLIEHO3

KDL-13.44.D1.900

dnopoueHos-
OakTepuanbHbIi
BarnHo3

[OHK 6akTepuin

OHK Lactobacillus spp.

[OHK Gardnerella vaginalis

OHK Atopobium vaginae

1000,0

KDL-13.44.D3.900

®JIOPOLIEHO3

OHK 6akTepun

IOHK Lactobacillus spp.

IOHK Gardnerella vaginalis

OHK Atopobium vaginae

OHK Enterobacteriaceae

[HK Staphylococcus spp.

[HK Streptococcus spp.

OHK Ureaplasma parvum

OHK Ureaplasma urealyticum

OHK Mycoplasma hominis

JHK Candida albicans

OHK Candida glabrata

JHK Candida krusei

[OHK Candida parapsilosis / AHK Candida tropicalis

1500,0

KDL-13.44.D02.900

®JIOPOLEHOS3 -
KOMMMeKCHoe
nccnegosaHve

(Bkntovaet NCMT)

[OHK 6akTepuin

[OHK Lactobacillus spp.

OHK Gardnerella vaginalis

[OHK Atopobium vaginae

JHK Enterobacteriaceae

[OHK Staphylococcus spp.

IOHK Streptococcus spp.

OHK Ureaplasma parvum

OHK Ureaplasma urealyticum

OHK Mycoplasma hominis

[OHK Candida albicans

[OHK Candida glabrata

JHK Candida krusei

[OHK Candida parapsilosis / JHK Candida tropicalis

IOHK Neisseria gonorrhoeae

OHK Chlamydia trachomatis

OHK Mycoplasma genitalium

OHK Trichomonas vaginalis

2400,00

KDL-13.48.D1.900

AHOpOdIOp CKPUH

"eHomHas OHK yenoseka (I'OY)

Obwasn 6akrepmanbHasa macca (OBM)

Lactobacillus spp.

Staphylococcus spp.

Streptococcus spp.

Corynebacterium spp.

Gardnerella vaginalis

Ureaplasma urealyticum

Ureaplasma parvum

Mycoplasma hominis

Enterobacteriaceae/Enterococcus spp.

Candida spp.

Mycoplasma genitalium

Trichomonas vaginalis

Neisseria gonorrhoeae

Chlamydia trachomatis

2000,0

KDL-13.48.D02.900

Angpodornop

"eHomHas OHK yenoseka (I'OY)

Obwasn bakrepmanbHasa macca (OBM)

Lactobacillus spp.

Staphylococcus spp.

Streptococcus spp.

Corynebacterium spp.

Gardnerella vaginalis

Megasphaera spp./Veilonella spp./Dialister spp.

Sneathian spp./Leptotrihia spp./Fusobacterium spp.

Ureaplasma urealyticum

Ureaplasma parvum

Mycoplasma hominis

Atopobium cluster

Bacteroides spp./Porphyromonas spp./Prevotella spp.

Anaerococcus spp.

Peptostreptococcus spp./Parvominas spp.

Eubacterium spp.

2400,0




Heamophilus spp.

Pseudomonas aeruginosa/Ralstonia spp./Burkholderia
spp.

Enterobacteriaceae/Enterococcus spp.

Candida spp.

Mycoplasma genitalium

Trichomonas vaginalis

Neisseria gonorrhoeae

Chlamydia trachomatis




